Tables S1
	Gene
	NCBI annotation
	Fly homolog
	Human homolog
	CpGs
	log Q/W
	Caste

	GB14265-RA
	C-type lectin 2
	CG31714
	
	
	
	61
	-2.54
	2.47E-103

	GB13722-RA
	glucocerebrosidase (glucosidase, beta, acid)
	CG31148
	
	GBA
	glucosidase, beta, acid
	17
	2.38
	5.26E-69

	GB19460-RA
	aldolase A, fructose-bisphosphate
	Ald
	Aldolase
	ALDOA
	aldolase A, fructose-bisphosphate
	20
	-1.61
	1.18E-66

	GB16403-RA
	MYC binding protein 2 (highwire)
	hiw
	highwire
	MYCBP2
	MYC binding protein 2
	50
	-3.44
	5.18E-62

	GB18410-RA
	
	peb
	pebbled
	RREB1
	ras responsive element binding protein 1
	11
	-11.92
	3.04E-59

	GB10450-RA
	Wnt4 protein
	Wnt5
	Wnt oncogene analog 5
	WNT4
	wingless-type MMTV integration site family, member 4
	26
	11.59
	4.07E-55

	GB16408-RA
	no extended memory
	nemy
	no extended memory
	GLS
	
	21
	-9.86
	3.73E-51

	GB12168-RA
	
	CG14351
	CG14351 gene product from transcript CG14351-RA
	LRIG1
	leucine-rich repeats and immunoglobulin-like domains 1
	17
	-0.96
	4.27E-51

	GB19503-RA
	heat shock protein Hsp70Ab-like
	Hsc70-4
	Heat shock protein cognate 4
	HSPA8
	heat shock 70kDa protein 8
	26
	3.99
	1.21E-47

	GB19396-RA
	rab3 GTPase-activating protein catalytic subunit
	CG31935
	CG31935 gene product from transcript CG31935-RA
	RAB3
GAP1
	RAB3 GTPase activating protein subunit 1 (catalytic)
	31
	-3.06
	1.49E-47

	GB11086-RA
	megator
	Mtor
	Megator
	TPR
	translocated promoter region (to activated MET oncogene)
	59
	-1.04
	7.81E-46

	GB18618-RA
	similar to huntingtin
	htt
	huntingtin
	HTT
	huntingtin
	52
	-5.70
	2.63E-44

	GB11433-RA
	similar to ankyrin repeat domain 28
	Ank2
	CG34416 gene product from transcript CG34416-RK
	ANKRD28
	ankyrin repeat domain 28
	25
	-1.20
	5.94E-44

	GB18207-RA
	similar to Protocadherin-like wing polarity protein stan precursor (Protein starry night) (Protein flamingo)
	stan
	starry night
	CELSR2
	cadherin, EGF LAG seven-pass G-type receptor 2 (flamingo homolog, Drosophila)
	27
	-2.92
	8.99E-41

	GB14825-RA
	similar to CG8516-PA
	CG8516
	CG8516 gene product from transcript CG8516-RA
	
	
	47
	-1.70
	2.32E-40

	GB18860-RA
	kinesin 2C
	Kif3C
	CG17461 gene product from transcript CG17461-RA
	40385864
	
	13
	-2.10
	2.57E-39

	GB13245-RA
	chromosomal serine/threonine-protein kinase JIL-1
	S6kII
	RPS6-protein kinase-II
	RPS6KA4
	ribosomal protein S6 kinase, 90kDa, polypeptide 4
	28
	-2.13
	9.17E-37

	GB12069-RA
	similar to CG8232-PA
	CG8232
	CG8232 gene product from transcript CG8232-RA
	41281527
	
	76
	-0.75
	1.27E-35

	GB19012-RA
	similar to ATP-binding cassette sub-family G member 4
	Atet
	ABC transporter expressed in trachea
	ABCG4
	ATP-binding cassette, sub-family G (WHITE), member 4
	26
	-3.78
	1.76E-35

	GB18294-RA
	similar to C3G CG3126-PA, isoform A
	C3G
	CG42328 gene product from transcript CG42328-RC
	RAPGEF1
	Rap guanine nucleotide exchange factor (GEF) 1
	18
	-3.47
	2.52E-34

	GB19103-RA
	similar to CG6621-PA
	CG6621
	CG6621 gene product from transcript CG6621-RA
	TTC14
	tetratricopeptide repeat domain 14
	29
	-0.39
	3.63E-30

	GB15150-RA
	rho GTPase-activating protein 100F ortholog
	RhoGAP
100F
	CG1976 gene product from transcript CG1976-RB
	SYDE1
	synapse defective 1, Rho GTPase, homolog 1 (C. elegans)
	39
	-1.64
	9.49E-30

	GB14622-RA
	similar to Posterior sex combs CG3886-PA
	Psc
	Posterior sex combs
	BMI1
	BMI1 polycomb ring finger oncogene
	30
	-0.70
	3.42E-29

	GB12784-RA
	chitinase 11
	CG3044
	
	CHIA
	chitinase, acidic
	34
	-0.15
	5.18E-29

	GB17851-RA
	similar to CG1504-PA
	CG1504
	CG1504 gene product from transcript CG1504-RA
	IGFALS
	insulin-like growth factor binding protein, acid labile subunit
	14
	-0.92
	7.30E-29

	GB13227-RA
	legless
	lgs
	legless
	
	
	31
	-0.64
	2.14E-28

	GB20131-RA
	similar to CG11323-PA
	CG11323
	
	TTLL3
	tubulin tyrosine ligase-like family, member 3
	57
	0.86
	1.53E-27

	GB17758-RA
	similar to CG31203-PA, isoform A
	CG31203
	
	SLC35F4
	solute carrier family 35, member F4
	18
	-1.66
	1.72E-26

	GB18129-RA
	similar to Arginine methyltransferase 4 CG5358-PA
	Art4
	Arginine methyltransferase 4
	CARM1
	coactivator-associated arginine methyltransferase 1
	29
	-2.37
	2.24E-26

	GB11525-RA
	similar to CG11266-PB, isoform B
	CG11266
	CG11266 gene product from transcript CG11266-RG
	RBM39
	RNA binding motif protein 39
	53
	-1.61
	4.20E-25

	GB18150-RA
	similar to CG33950-PD, isoform D
	trol
	terribly reduced optic lobes
	HSPG2
	heparan sulfate proteoglycan 2
	92
	-2.49
	5.03E-25

	GB10847-RA
	
	CG9817
	CG9817 gene product from transcript CG9817-RA
	154800445
	
	34
	-0.99
	5.37E-25

	GB17427-RA
	similar to CG6418-PB
	CG6418
	CG6418 gene product from transcript CG6418-RB
	DDX42
	DEAD (Asp-Glu-Ala-Asp) box polypeptide 42
	41
	-2.21
	1.05E-24

	GB16158-RA
	similar to Adenylyl cyclase 35C CG9210-PA, isoform A
	Ac13E
	Adenylyl cyclase 35C
	ADCY9
	adenylate cyclase 9
	12
	5.41
	1.63E-24

	GB17185-RA
	similar to CG7888-PB, isoform B
	CG1139
	CG1139 gene product from transcript CG1139-RA
	SLC36A3
	solute carrier family 36 (proton/amino acid symporter), member 3
	9
	-2.95
	3.75E-24

	GB13917-RA
	laminin B1
	LanB1
	Laminin B1
	LAMB2
	laminin, beta 2 (laminin S)
	32
	-3.43
	1.05E-23

	GB14696-RA
	trithorax-like
	Trl
	Trithorax-like
	
	
	17
	-4.21
	1.88E-23

	GB19083-RA
	similar to CG5155-PA
	CG5155
	CG5155 gene product from transcript CG5155-RA
	ARMC4
	armadillo repeat containing 4
	10
	-9.84
	2.30E-23

	GB14570-RA
	cleavage and polyadenylation specificity factor subunit CG7185 ortholog
	CG7185
	CG7185 gene product from transcript CG7185-RA
	5901928
	
	30
	-3.10
	2.67E-23

	GB16272-RA
	similar to CG7145-PA, isoform A
	CG7145
	CG7145 gene product from transcript CG7145-RA
	ALDH4A1
	aldehyde dehydrogenase 4 family, member A1
	12
	-0.52
	3.11E-23

	GB17908-RA
	nuclear pore complex protein Nup214
	Nup214
	CG3820 gene product from transcript CG3820-RA
	NUP214
	nucleoporin 214kDa
	15
	-5.45
	4.43E-23

	GB13815-RA
	similar to Cdep CG31536-PA, isoform A
	Cdep
	CG31536 gene product from transcript CG31536-RE
	FARP2
	FERM, RhoGEF and pleckstrin domain protein 2
	19
	-4.38
	5.68E-23

	GB10198-RA
	similar to CG5850-PA
	CG5850
	CG5850 gene product from transcript CG5850-RA
	8922707
	
	16
	-10.03
	6.94E-23

	GB13119-RA
	beta-coatomer protein
	betaCop
	beta-coatomer protein
	COPB1
	coatomer protein complex, subunit beta 1
	35
	-0.21
	3.48E-22

	GB11960-RA
	transient receptor potential cation channel, subfamily M, member 3
	CG34123
	CG34123 gene product from transcript CG34123-RG
	TRPM3
	transient receptor potential cation channel, subfamily M, member 3
	60
	-1.27
	4.33E-22

	GB10316-RA
	similar to CG11210-PA
	CG11210
	CG11210 gene product from transcript CG11210-RA
	TMEM63A
	transmembrane protein 63A
	23
	-1.90
	7.84E-22

	GB13576-RA
	similar to CG9850-PA, isoform A
	CG9850
	CG9850 gene product from transcript CG9850-RA
	
	
	13
	-8.21
	1.97E-21

	GB15728-RA
	dynamin
	shi
	shibire
	DNM3
	dynamin 3
	53
	-0.55
	2.26E-21

	GB18545-RA
	similar to phosphodiesterase 7A isoform a
	dnc
	dunce
	PDE7A
	phosphodiesterase 7A
	23
	-4.80
	1.14E-20

	GB15134-RA
	similar to CG1109-PA, isoform A
	CG1109
	CG1109 gene product from transcript CG1109-RA
	WDR33
	WD repeat domain 33
	37
	-0.34
	1.40E-20

	GB19881-RA
	
	Eb1
	CG3265 gene product from transcript CG3265-RB
	MAPRE1
	microtubule-associated protein, RP/EB family, member 1
	25
	-2.26
	1.99E-20

	GB15656-RA
	similar to lingerer CG8715-PD, isoform D
	lig
	lingerer
	40254861
	
	53
	-0.42
	3.66E-20

	GB17142-RA
	
	RpII215
	RNA polymerase II 215kD subunit
	POLR2A
	polymerase (RNA) II (DNA directed) polypeptide A, 220kDa
	50
	-1.93
	9.47E-20

	GB15354-RA
	similar to Im not dead yet CG3979-PA, isoform A
	Indy
	I'm not dead yet
	SLC13A5
	solute carrier family 13 (sodium-dependent citrate transporter), member 5
	15
	-1.44
	2.60E-19

	GB15378-RA
	syndapin
	Synd
	Syndapin
	PACSIN1
	protein kinase C and casein kinase substrate in neurons 1
	9
	6.56
	2.60E-19

	GB16534-RA
	similar to mesoderm induction early response 1
	CG1620
	CG1620 gene product from transcript CG1620-RA
	MIER1
	mesoderm induction early response 1 homolog (Xenopus laevis)
	26
	-0.13
	2.81E-19

	GB11408-RA
	multiple ankyrin repeats single KH domain
	mask
	multiple ankyrin repeats single KH domain
	ANKHD1-EIF4EBP3
	ANKHD1-EIF4EBP3 readthrough
	84
	-0.01
	4.68E-19

	GB12578-RA
	
	pyx
	pyrexia
	ANK1
	ankyrin 1, erythrocytic
	14
	-0.94
	1.15E-18

	GB13916-RA
	similar to Im not dead yet CG3979-PA, isoform A
	Indy
	I'm not dead yet
	SLC13A2
	solute carrier family 13 (sodium-dependent dicarboxylate transporter), member 2
	16
	-7.96
	1.52E-18

	GB13740-RA
	dysfusion
	dys
	dysfusion
	30578406
	
	27
	0.38
	1.52E-18

	GB12107-RA
	similar to pasilla CG8144-PA, isoform A
	ps
	pasilla
	NOVA1
	neuro-oncological ventral antigen 1
	18
	-1.28
	2.06E-18

	GB12688-RA
	nucleoporin 98kDa
	Nup98
	CG10198 gene product from transcript CG10198-RA
	NUP98
	nucleoporin 98kDa
	33
	-3.94
	3.45E-18

	GB10773-RA
	
	cic
	capicua
	CIC
	capicua homolog (Drosophila)
	27
	-3.31
	3.94E-18

	GB16620-RA
	similar to Thd1 CG1981-PA
	Thd1
	CG1981 gene product from transcript CG1981-RA
	TDG
	thymine-DNA glycosylase
	15
	1.01
	4.61E-18

	GB17731-RA
	
	btz
	barentsz
	CASC3
	cancer susceptibility candidate 3
	31
	-0.92
	4.78E-18

	GB10233-RA
	similar to Pleckstrin homology domain-containing family G member 1
	CG30115
	CG30115 gene product from transcript CG30115-RE
	PLEKHG1
	pleckstrin homology domain containing, family G (with RhoGef domain) member 1
	17
	-0.93
	5.40E-18

	GB13531-RA
	Rho-associated kinase
	rok
	Rho-kinase
	ROCK2
	Rho-associated, coiled-coil containing protein kinase 2
	42
	-1.07
	6.99E-18

	GB18525-RA
	similar to CG5483-PA
	lrrk
	
	LRRK1
	leucine-rich repeat kinase 1
	59
	-1.71
	7.55E-18

	GB12087-RA
	similar to CG9752-PA
	CG9752
	CG9752 gene product from transcript CG9752-RA
	C9orf64
	chromosome 9 open reading frame 64
	11
	-3.38
	8.57E-18

	GB14232-RA
	DNA methyltransferase 3
	CG8892
	CG8892 gene product from transcript CG8892-RC
	UBXN7
	UBX domain protein 7
	89
	1.01
	1.03E-17

	GB12788-RA
	similar to thyroid hormone receptor interactor 12
	CG17735
	
	TRIP12
	thyroid hormone receptor interactor 12
	74
	-0.86
	1.04E-17

	GB16633-RA
	Rad54 protein
	okr
	okra
	RAD54L
	RAD54-like (S. cerevisiae)
	26
	-0.23
	1.90E-17

	GB15714-RA
	similar to CG9311-PA
	CG9311
	
	PTPN23
	protein tyrosine phosphatase, non-receptor type 23
	23
	-3.58
	2.15E-17

	GB15854-RA
	ubiquitin activating enzyme 1
	Uba1
	Ubiquitin activating enzyme 1
	UBA1
	ubiquitin-like modifier activating enzyme 1
	29
	-0.54
	2.75E-17

	GB30083-RA
	
	bchs
	blue cheese
	WDFY3
	WD repeat and FYVE domain containing 3
	57
	-2.60
	3.55E-17

	GB19101-RA
	similar to CG31048-PA
	CG31048
	CG31048 gene product from transcript CG31048-RB
	DOCK3
	dedicator of cytokinesis 3
	23
	-2.89
	3.70E-17

	GB15521-RA
	flotillin 2
	Flo-2
	flotillin 2
	FLOT2
	flotillin 2
	21
	-8.56
	3.92E-17

	GB17345-RA
	
	CG4998
	CG4998 gene product from transcript CG4998-RA
	TPSG1
	tryptase gamma 1
	12
	-0.36
	4.35E-17

	GB13548-RA
	similar to lethal (2) 35Df CG4152-PA
	l(2)35Df
	lethal (2) 35Df
	39930353
	
	27
	-0.66
	5.40E-17

	GB12733-RA
	beta'-coatomer protein
	beta'Cop
	beta'-coatomer protein
	COPB2
	coatomer protein complex, subunit beta 2 (beta prime)
	20
	-1.52
	6.09E-17

	GB19502-RA
	similar to warts CG12072-PA
	wts
	warts
	LATS1
	LATS, large tumor suppressor, homolog 1 (Drosophila)
	50
	-0.59
	6.20E-17

	GB19767-RA
	similar to XK-related protein 6
	
	
	
	
	21
	-2.04
	1.33E-16

	GB12151-RA
	ensconsin
	CG14998
	
	
	
	8
	-0.59
	1.38E-16

	GB15351-RA
	similar to lethal (2) k14710 CG8325-PA
	l(2)k14710
	lethal (2) k14710
	TTC7B
	tetratricopeptide repeat domain 7B
	19
	-3.07
	1.53E-16

	GB14267-RA
	
	
	
	
	
	5
	-11.28
	1.55E-16

	GB17829-RA
	similar to CG14967-PA
	CG14967
	CG14967 gene product from transcript CG14967-RB
	KIAA0100
	KIAA0100
	50
	-0.90
	1.77E-16

	GB17873-RA
	similar to Na pump  subunit CG5670-PH, isoform H
	Atpalpha
	Na pump alpha subunit
	ATP1A2
	ATPase, Na+/K+ transporting, alpha 2 polypeptide
	12
	-5.78
	2.01E-16

	GB10358-RA
	autophagy-specific gene 2
	Atg2
	Autophagy-specific gene 2
	ATG2B
	ATG2 autophagy related 2 homolog B (S. cerevisiae)
	41
	-2.29
	2.01E-16

	GB14846-RA
	similar to CG15133-PA
	CG15133
	
	KIAA1109
	KIAA1109
	105
	-2.21
	2.40E-16

	GB12825-RA
	Pcf11, cleavage and polyadenylation factor subunit
	Pcf11
	CG10228 gene product from transcript CG10228-RD
	PCF11
	PCF11, cleavage and polyadenylation factor subunit, homolog (S. cerevisiae)
	52
	-2.82
	2.55E-16

	GB17684-RA
	similar to CG11198-PA, isoform A
	CG11198
	CG11198 gene product from transcript CG11198-RA
	ACACA
	acetyl-CoA carboxylase alpha
	24
	-5.63
	3.13E-16

	GB16746-RA
	tetraspanin 9
	Tsp96F
	Tetraspanin 96F
	CD9
	CD9 molecule
	6
	10.35
	3.25E-16

	GB14429-RA
	similar to Negative elongation factor A homolog
	CG5874
	
	19913363
	
	23
	-0.74
	3.36E-16

	GB13312-RA
	similar to Organic cation transporter CG6331-PA
	Orct
	Organic cation transporter
	4758852
	
	12
	2.50
	3.89E-16

	GB16770-RA
	homolog of RecQ
	RecQ5
	homolog of RecQ
	RECQL5
	RecQ protein-like 5
	119
	-1.99
	4.07E-16

	GB30190-RA
	
	cic
	capicua
	CIC
	capicua homolog (Drosophila)
	24
	-3.19
	4.61E-16

	GB11314-RA
	
	CG9259
	CG9259 gene product from transcript CG9259-RA
	
	
	10
	-11.35
	7.08E-16

	GB10181-RA
	similar to CG6398-PA
	CG6398
	CG6398 gene product from transcript CG6398-RA
	
	
	7
	11.62
	1.69E-15

	GB18540-RA
	similar to greatwall CG7719-PA
	gwl
	greatwall
	14249562
	
	25
	-0.95
	1.70E-15

	GB12286-RA
	similar to transmembrane protein 57
	CG30389
	CG30389 gene product from transcript CG30389-RA
	TMEM57
	transmembrane protein 57
	28
	-1.43
	2.28E-15

	GB15671-RA
	similar to purity of essence CG14472-PA
	poe
	purity of essence
	UBR4
	ubiquitin protein ligase E3 component n-recognin 4
	67
	-3.30
	2.30E-15

	GB15314-RA
	ecdysone-induced protein 63E ortholog
	Eip63E
	Ecdysone-induced protein 63E
	CDK14
	cyclin-dependent kinase 14
	28
	-0.42
	2.40E-15

	GB14395-RA
	beta-1,3-galactosyltransferase
	CG8668
	CG8668 gene product from transcript CG8668-RA
	B3GALT5
	UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 5
	32
	-0.99
	2.57E-15

	GB16163-RA
	similar to CG18292-PA
	CG18292
	CG18292 gene product from transcript CG18292-RA
	CDK2AP1
	cyclin-dependent kinase 2 associated protein 1
	13
	-0.11
	2.60E-15

	GB12930-RA
	similar to CG17528-PC.3
	CG17528
	CG17528 gene product from transcript CG17528-RC
	DCLK2
	doublecortin-like kinase 2
	24
	-0.20
	6.67E-15

	GB10236-RA
	similar to HIRA protein homolog (dHIRA)
	Hira
	CG12153 gene product from transcript CG12153-RA
	HIRA
	HIR histone cell cycle regulation defective homolog A (S. cerevisiae)
	24
	-1.57
	6.67E-15

	GB18808-RA
	similar to CG3536-PA
	CG3536
	
	CNGA2
	cyclic nucleotide gated channel alpha 2
	17
	-0.13
	6.87E-15

	GB12498-RA
	myb protein
	Myb
	Myb oncogene-like
	MYB
	v-myb myeloblastosis viral oncogene homolog (avian)
	14
	-8.35
	9.83E-15

	GB13401-RA
	similar to Putative aldehyde dehydrogenase family 7 member A1 homolog (ALH-9)
	CG9629
	CG9629 gene product from transcript CG9629-RA
	4557343
	
	12
	-0.46
	1.13E-14

	GB16313-RA
	autophagy-specific gene 1
	Atg1
	Autophagy-specific gene 1
	ULK1
	unc-51-like kinase 1 (C. elegans)
	23
	-1.84
	1.23E-14

	GB19879-RA
	similar to CG1832-PA, isoform A
	CG1832
	CG1832 gene product from transcript CG1832-RA
	ZNF233
	zinc finger protein 233
	38
	-0.08
	1.43E-14

	GB18824-RA
	similar to Rho GTPase activating protein 1
	RhoGAP
68F
	CG6811 gene product from transcript CG6811-RA
	ARHGAP1
	Rho GTPase activating protein 1
	19
	-0.17
	1.54E-14

	GB14163-RA
	similar to CG11533-PA, isoform A
	Asator
	CG11533 gene product from transcript CG11533-RF
	TTBK1
	tau tubulin kinase 1
	61
	0.04
	1.54E-14

	GB14163-RB
	similar to CG11533-PA, isoform A
	Asator
	CG11533 gene product from transcript CG11533-RF
	TTBK1
	tau tubulin kinase 1
	61
	0.04
	1.54E-14

	GB11282-RA
	moesin
	Moe
	Moesin
	RDX
	radixin
	5
	-7.00
	1.70E-14

	GB16840-RA
	similar to CG13567-PB, isoform B
	CG13567
	CG13567 gene product from transcript CG13567-RB
	40538809
	
	11
	-0.25
	1.93E-14

	GB18057-RA
	similar to Cell division cycle protein 16 homolog (CDC16Hs) (Anaphase promoting complex subunit 6) (APC6) (Cyclosome subunit 6)
	cdc16
	CG6759 gene product from transcript CG6759-RA
	CDC16
	cell division cycle 16 homolog (S. cerevisiae)
	15
	-0.23
	2.48E-14

	GB17461-RA
	similar to Niemann-Pick Type C-1 CG5722-PA
	NPC1
	
	NPC1
	Niemann-Pick disease, type C1
	48
	-0.66
	3.44E-14

	GB10715-RA
	similar to ADAMTS-9 precursor (A disintegrin and metalloproteinase with thrombospondin motifs 9) (ADAM-TS 9) (ADAM-TS9)
	CG14869
	CG14869 gene product from transcript CG14869-RB
	ADAMTS9
	ADAM metallopeptidase with thrombospondin type 1 motif, 9
	12
	-3.24
	5.44E-14

	GB18921-RA
	similar to auxillin CG1107-PB, isoform B
	aux
	auxillin
	GAK
	cyclin G associated kinase
	32
	-1.16
	5.44E-14

	GB13922-RA
	dual specificity mitogen-activated protein kinase kinase dSOR1
	Dsor1
	Downstream of raf1
	MAP2K2
	mitogen-activated protein kinase kinase 2
	14
	-4.89
	5.99E-14

	GB14188-RA
	similar to ENL/AF9-related CG4913-PA
	ear
	ENL/AF9-related
	MLLT3
	myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 3
	20
	-2.25
	6.06E-14

	GB30140-RA
	
	alphaTub
84B
	alpha-Tubulin at 84B
	TUBA3D
	tubulin, alpha 3d
	44
	-0.58
	6.68E-14

	GB19108-RA
	similar to CG40494-PA.3
	RhoGAP
1A
	CG40494 gene product from transcript CG40494-RA
	BCR
	breakpoint cluster region
	33
	-3.37
	1.29E-13

	GB10799-RA
	similar to CG8176-PB, isoform B
	CG8176
	CG8176 gene product from transcript CG8176-RB
	FCHO2
	FCH domain only 2
	47
	-1.50
	1.33E-13

	GB11428-RA
	
	CG10089
	CG10089 gene product from transcript CG10089-RD
	LOC
100134291
	similar to mitogen-activated protein kinase phosphatase x
	7
	1.69
	1.63E-13

	GB10249-RA
	poly(ADP-ribose) glycohydrolase
	bchs
	blue cheese
	WDFY3
	WD repeat and FYVE domain containing 3
	75
	-1.78
	1.66E-13

	GB15960-RA
	RNA-binding EIF1AD-like protein
	CG31957
	CG31957 gene product from transcript CG31957-RA
	EIF1AD
	eukaryotic translation initiation factor 1A domain containing
	9
	0.86
	1.95E-13

	GB10400-RA
	similar to ubiquitin specific protease 48 isoform a
	CG8494
	CG8494 gene product from transcript CG8494-RA
	USP48
	ubiquitin specific peptidase 48
	23
	-3.05
	1.97E-13

	GB17773-RA
	hypothetical LOC551823
	CG10333
	CG10333 gene product from transcript CG10333-RA
	DDX23
	DEAD (Asp-Glu-Ala-Asp) box polypeptide 23
	29
	-1.07
	2.16E-13

	GB11502-RA
	cadmus
	cdm
	cadmus
	IPO13
	importin 13
	33
	-3.28
	2.54E-13

	GB12509-RA
	similar to CG31847-PA
	
	
	
	
	16
	-1.02
	2.54E-13

	GB17144-RA
	
	CG32685
	CG32685 gene product from transcript CG32685-RC
	YLPM1
	YLP motif containing 1
	27
	-1.81
	2.73E-13

	GB16417-RA
	similar to CG10362-PA
	CG10362
	CG10362 gene product from transcript CG10362-RA
	PDZD8
	PDZ domain containing 8
	20
	-1.84
	2.81E-13

	GB18251-RA
	similar to Probable mitochondrial import receptor subunit TOM40 homolog (Translocase of outer membrane 40 kDa subunit homolog) (Male sterile protein 15)
	Tom40
	Translocase of outer membrane 40
	TOMM40
	translocase of outer mitochondrial membrane 40 homolog (yeast)
	21
	-1.48
	2.85E-13

	GB11200-RA
	diphthamide methyltransferase
	Dph5
	Diphthamide methyltransferase
	DPH5
	DPH5 homolog (S. cerevisiae)
	24
	-1.92
	3.11E-13

	GB10989-RA
	similar to Vacuolar ATP synthase catalytic subunit A, osteoclast isoform (V-ATPase subunit A 2) (Vacuolar proton pump alpha subunit 2) (V-ATPase 69 kDa subunit 2) (Isoform HO68)
	Vha68-2
	CG3762 gene product from transcript CG3762-RA
	ATP6V1A
	ATPase, H+ transporting, lysosomal 70kDa, V1 subunit A
	22
	-3.61
	3.13E-13

	GB17194-RA
	hypothetical LOC552684
	
	
	
	
	48
	-0.51
	3.61E-13

	GB16050-RA
	similar to CG9715-PA
	CG9715
	CG9715 gene product from transcript CG9715-RA
	ZCCHC7
	zinc finger, CCHC domain containing 7
	25
	-0.23
	3.98E-13

	GB19403-RA
	similar to aquarius
	CG31368
	CG31368 gene product from transcript CG31368-RC
	AQR
	aquarius homolog (mouse)
	39
	-0.75
	4.88E-13

	GB11315-RA
	rabconnectin-3B
	CG17766
	CG17766 gene product from transcript CG17766-RA
	WDR7
	WD repeat domain 7
	67
	-0.13
	5.19E-13

	GB12785-RA
	synaptotagmin 20
	CG7337
	CG7337 gene product from transcript CG7337-RA
	WDR62
	WD repeat domain 62
	39
	-0.03
	5.23E-13

	GB10804-RA
	similar to Prestin CG5485-PA
	Prestin
	CG5485 gene product from transcript CG5485-RA
	SLC26A5
	solute carrier family 26, member 5 (prestin)
	7
	-0.18
	7.02E-13

	GB16072-RA
	similar to Iron regulatory protein 1B CG6342-PA
	Irp-1B
	Iron regulatory protein 1B
	IREB2
	iron-responsive element binding protein 2
	20
	-4.25
	9.13E-13

	GB17649-RA
	similar to Protein msta, isoform A
	msta
	CG33548 gene product from transcript CG33548-RB
	
	
	7
	1.30
	1.01E-12

	GB12658-RA
	histone-lysine N-methyltransferase ash1
	ash1
	absent, small, or homeotic discs 1
	ASH1L
	ash1 (absent, small, or homeotic)-like (Drosophila)
	58
	-2.23
	1.07E-12

	GB16887-RA
	dystrobrevin-like
	Dyb
	Dystrobrevin-like
	DTNB
	dystrobrevin, beta
	16
	-1.04
	1.08E-12

	GB17621-RA
	hypothetical protein LOC724743
	
	
	
	
	17
	-0.64
	1.12E-12

	GB11987-RA
	
	
	
	
	
	20
	-1.30
	1.16E-12

	GB15778-RA
	suppressor of hairy wing
	crol
	crooked legs
	ZNF350
	zinc finger protein 350
	17
	-0.72
	1.19E-12

	GB12351-RA
	similar to X-ray repair complementing defective repair in Chinese hamster cells 5
	
	
	
	
	13
	-0.29
	1.41E-12

	GB12160-RA
	ATP-dependent helicase kurz
	kz
	kurz
	DHX37
	DEAH (Asp-Glu-Ala-His) box polypeptide 37
	28
	-0.79
	1.81E-12

	GB17562-RA
	nucleolar GTP-binding 1-like protein
	CG8801
	CG8801 gene product from transcript CG8801-RA
	GTPBP4
	GTP binding protein 4
	21
	-0.11
	2.12E-12

	GB19491-RA
	similar to furry CG32045-PB, isoform B
	fry
	furry
	FRYL
	FRY-like
	78
	-1.28
	2.21E-12

	GB11919-RA
	canoe
	cno
	canoe
	MLLT4
	myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 4
	33
	-5.09
	2.33E-12

	GB12695-RA
	cytoplasmic phosphatidylinositol transfer protein 1
	rdgBbeta
	CG17818 gene product from transcript CG17818-RA
	PITPNC1
	phosphatidylinositol transfer protein, cytoplasmic 1
	11
	-0.15
	2.44E-12

	GB14218-RA
	similar to PHD finger protein 8
	CG11033
	CG11033 gene product from transcript CG11033-RB
	JHDM1D
	jumonji C domain containing histone demethylase 1 homolog D (S. cerevisiae)
	53
	-0.67
	2.61E-12

	GB13730-RA
	GDP dissociation inhibitor
	Gdi
	GDP dissociation inhibitor
	GDI2
	GDP dissociation inhibitor 2
	9
	-0.81
	2.99E-12

	GB19485-RA
	similar to CG32486-PD
	CG32486
	CG32486 gene product from transcript CG32486-RD
	169172842
	
	24
	-0.14
	3.19E-12

	GB11219-RA
	synaptojanin
	synj
	synaptojanin
	SYNJ2
	synaptojanin 2
	31
	-0.39
	3.45E-12

	GB10218-RA
	similar to CG7991-PA
	CG7991
	CG7991 gene product from transcript CG7991-RA
	PRX
	periaxin
	7
	-9.96
	3.69E-12

	GB15516-RA
	similar to CG4089-PA
	CG4089
	CG4089 gene product from transcript CG4089-RA
	TTLL7
	tubulin tyrosine ligase-like family, member 7
	15
	-0.30
	4.02E-12

	GB10131-RA
	
	
	
	
	
	8
	0.80
	5.62E-12

	GB13182-RA
	similar to Lysosomal trafficking regulator (Beige protein) (CHS1 homolog)
	CG11814
	CG11814 gene product from transcript CG11814-RA
	LYST
	lysosomal trafficking regulator
	36
	-4.29
	5.62E-12

	GB19941-RA
	ebony protein
	e
	ebony
	
	
	6
	7.77
	5.92E-12

	GB10488-RA
	integrator complex subunit 3 homolog
	CG17665
	CG17665 gene product from transcript CG17665-RA
	INTS3
	integrator complex subunit 3
	30
	-0.17
	5.92E-12

	GB30383-RA
	
	eap
	Exu-associated protein
	AASDH
PPT
	aminoadipate-semialdehyde dehydrogenase-phosphopantetheinyl transferase
	11
	-0.20
	6.09E-12

	GB18864-RA
	similar to CG6214-PM, isoform M
	MRP
	Multidrug-Resistance like Protein 1
	ABCC1
	ATP-binding cassette, sub-family C (CFTR/MRP), member 1
	50
	-0.63
	7.12E-12

	GB10749-RA
	similar to CG3556-PA
	CG3556
	CG3556 gene product from transcript CG3556-RA
	
	
	7
	10.16
	7.65E-12

	GB30372-RA
	
	CG16892
	CG16892 gene product from transcript CG16892-RA
	AAAS
	achalasia, adrenocortical insufficiency, alacrimia
	21
	-0.12
	7.73E-12

	GB14715-RA
	spire
	spir
	spire
	SPIRE2
	spire homolog 2 (Drosophila)
	34
	-0.15
	8.33E-12

	GB18068-RA
	similar to polypeptide GalNAc transferase 5 CG31651-PA
	pgant5
	polypeptide GalNAc transferase 5
	GALNT1
	UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 1 (GalNAc-T1)
	17
	-6.31
	9.16E-12

	GB10940-RA
	
	
	
	
	
	29
	-3.01
	1.02E-11

	GB19076-RA
	hypothetical protein LOC725959
	CG7971
	CG7971 gene product from transcript CG7971-RC
	SRRM2
	serine/arginine repetitive matrix 2
	20
	-0.66
	1.44E-11

	GB17335-RA
	similar to CG5594-PA, isoform A
	CG5594
	CG5594 gene product from transcript CG5594-RD
	SLC12A6
	solute carrier family 12 (potassium/chloride transporters), member 6
	21
	-0.75
	1.53E-11

	GB17556-RA
	
	Pvr
	PDGF- and VEGF-receptor related
	FLT1
	fms-related tyrosine kinase 1 (vascular endothelial growth factor/vascular permeability factor receptor)
	6
	9.82
	1.56E-11

	GB11349-RA
	
	unc-104
	CG8566 gene product from transcript CG8566-RB
	KIF1A
	kinesin family member 1A
	10
	-9.20
	1.65E-11

	GB16348-RA
	cullin 3
	gft
	
	CUL3
	cullin 3
	37
	-0.26
	1.80E-11

	GB13215-RA
	
	CG3999
	CG3999 gene product from transcript CG3999-RA
	GLDC
	glycine dehydrogenase (decarboxylating)
	32
	-5.09
	1.81E-11

	GB17074-RA
	similar to CG3016-PA
	CG3016
	CG3016 gene product from transcript CG3016-RA
	14249222
	
	13
	-2.66
	1.83E-11

	GB18802-RA
	similar to Ataxin-2 CG5166-PB, isoform B
	Atx2
	Ataxin-2
	51479160
	
	39
	-0.44
	1.86E-11

	GB19937-RA
	similar to SoxNeuro CG18024-PA
	SoxN
	SoxNeuro
	SOX2
	SRY (sex determining region Y)-box 2
	10
	9.14
	2.16E-11

	GB18324-RA
	galectin 2
	CG32226
	CG32226 gene product from transcript CG32226-RA
	TECPR1
	tectonin beta-propeller repeat containing 1
	52
	-1.80
	2.43E-11

	GB14134-RA
	
	CG16892
	CG16892 gene product from transcript CG16892-RA
	AAAS
	achalasia, adrenocortical insufficiency, alacrimia
	24
	0.36
	2.57E-11

	GB10254-RA
	rRNA-processing protein EBP2-like protein
	CG1542
	CG1542 gene product from transcript CG1542-RA
	EBNA1
BP2
	EBNA1 binding protein 2
	14
	-0.17
	2.59E-11

	GB15719-RA
	tousled-like kinase
	tlk
	Tousled-like kinase
	TLK2
	tousled-like kinase 2
	35
	0.31
	2.68E-11

	GB11804-RA
	mediator of RNA polymerase II transcription subunit 15
	MED15
	Mediator complex subunit 15
	MED15
	mediator complex subunit 15
	26
	-0.15
	2.70E-11

	GB18144-RA
	similar to RNA binding motif protein 22
	CG14641
	CG14641 gene product from transcript CG14641-RA
	RBM22
	RNA binding motif protein 22
	15
	-0.10
	3.18E-11

	GB15240-RA
	
	
	
	
	
	22
	-0.50
	3.38E-11

	GB14960-RA
	similar to CG1371-PA
	CG1371
	CG1371 gene product from transcript CG1371-RA
	NOMO2
	NODAL modulator 2
	29
	-2.56
	3.50E-11

	GB10463-RB
	Na[+]-dependent inorganic phosphate cotransporter
	NaPi-T
	Na[+]-dependent inorganic phosphate cotransporter
	SLC17A5
	solute carrier family 17 (anion/sugar transporter), member 5
	17
	-0.40
	3.53E-11

	GB13449-RA
	fragile X mental retardation syndrome-related protein 1
	Fmr1
	CG6203 gene product from transcript CG6203-RA
	FMR1
	fragile X mental retardation 1
	34
	-1.39
	3.60E-11

	GB11591-RA
	similar to zinc finger protein 143 (clone pHZ-1)
	Meics
	Meiotic central spindle
	ZNF76
	zinc finger protein 76 (expressed in testis)
	24
	-0.15
	3.71E-11

	GB17407-RA
	nuclear factor related to kappaB binding protein-like 1
	CG11970
	CG11970 gene product from transcript CG11970-RA
	NFRKB
	nuclear factor related to kappaB binding protein
	38
	-0.89
	3.88E-11

	GB18712-RA
	similar to dolichyl-phosphate beta-glucosyltransferase-like
	CG7870
	
	ALG5
	asparagine-linked glycosylation 5, dolichyl-phosphate beta-glucosyltransferase homolog (S. cerevisiae)
	29
	-0.79
	4.35E-11

	GB13021-RA
	transmembrane protein HEM-2
	Hem
	HEM-protein
	NCKAP1
	NCK-associated protein 1
	27
	-0.12
	4.46E-11

	GB15193-RA
	similar to programmed cell death protein 11
	CG5728
	CG5728 gene product from transcript CG5728-RA
	PDCD11
	programmed cell death 11
	9
	-0.19
	4.53E-11

	GB12876-RA
	U2 small nuclear riboprotein auxiliary factor 50
	U2af50
	U2 small nuclear riboprotein auxiliary factor 50
	U2AF2
	U2 small nuclear RNA auxiliary factor 2
	46
	-0.02
	5.58E-11

	GB12514-RA
	type I inositol 1,4,5-trisphosphate 5-phosphatase
	CG31110
	
	INPP5A
	inositol polyphosphate-5-phosphatase, 40kDa
	20
	-2.54
	5.72E-11

	GB10463-RA
	Na[+]-dependent inorganic phosphate cotransporter
	NaPi-T
	Na[+]-dependent inorganic phosphate cotransporter
	SLC17A5
	solute carrier family 17 (anion/sugar transporter), member 5
	19
	-0.41
	5.72E-11

	GB18549-RA
	similar to CG8773-PA
	CG8773
	CG8773 gene product from transcript CG8773-RB
	ANPEP
	alanyl (membrane) aminopeptidase
	16
	-7.07
	5.73E-11

	GB20107-RA
	similar to CG1347-PA, isoform A
	CG1347
	CG1347 gene product from transcript CG1347-RA
	RB1CC1
	RB1-inducible coiled-coil 1
	6
	1.39
	6.75E-11

	GB14208-RA
	similar to ATP/GTP binding protein 1
	CG32627
	CG32627 gene product from transcript CG32627-RA
	7662452
	
	7
	-10.26
	6.86E-11

	GB17543-RA
	
	Kr
	Kruppel
	ZFP1
	zinc finger protein 1 homolog (mouse)
	9
	-0.05
	8.02E-11

	GB14195-RA
	polybromo protein
	polybromo
	CG11375 gene product from transcript CG11375-RA
	PBRM1
	polybromo 1
	82
	0.01
	8.31E-11

	GB15421-RA
	similar to stripe CG7847-PA, isoform A
	sr
	stripe
	EGR3
	early growth response 3
	9
	9.02
	8.79E-11

	GB13819-RA
	singed
	sn
	singed
	FSCN1
	fascin homolog 1, actin-bundling protein (Strongylocentrotus purpuratus)
	23
	-0.33
	8.98E-11

	GB16728-RA
	similar to WD repeat domain 35
	Oseg4
	CG2069 gene product from transcript CG2069-RA
	WDR35
	WD repeat domain 35
	30
	-1.58
	9.29E-11

	GB10427-RA
	
	CG8092
	
	POGZ
	pogo transposable element with ZNF domain
	53
	-0.08
	9.46E-11

	GB11670-RA
	Rab GTPase activating protein
	CG5745
	CG5745 gene product from transcript CG5745-RA
	TBC1D
22B
	TBC1 domain family, member 22B
	32
	3.69
	9.46E-11

	GB14950-RA
	ring canal kelch protein
	kel
	kelch
	8393672
	
	30
	-0.21
	9.76E-11

	GB18569-RA
	similar to damage specific DNA binding protein 1
	DDB1
	
	DDB1
	damage-specific DNA binding protein 1, 127kDa
	19
	-0.15
	9.76E-11

	GB12553-RA
	similar to phosphatidylinositol-4-phosphate 5-kinase, type II, beta
	CG17471
	CG17471 gene product from transcript CG17471-RA
	PIP4K2B
	phosphatidylinositol-5-phosphate 4-kinase, type II, beta
	28
	-0.65
	9.77E-11

	GB11564-RA
	similar to Spt6 CG12225-PA
	Spt6
	CG12225 gene product from transcript CG12225-RA
	SUPT6H
	suppressor of Ty 6 homolog (S. cerevisiae)
	63
	-0.53
	1.05E-10

	GB15748-RA
	similar to Protein C12orf4
	CG9986
	CG9986 gene product from transcript CG9986-RA
	C12orf4
	chromosome 12 open reading frame 4
	27
	-0.23
	1.07E-10

	GB15386-RA
	similar to transmembrane domain protein regulated in adipocytes
	
	
	TPRA1
	transmembrane protein, adipocyte asscociated 1
	18
	-0.38
	1.09E-10

	GB18941-RA
	similar to CG10188-PB, isoform B
	CG10188
	CG10188 gene product from transcript CG10188-RB
	RGNEF
	190 kDa guanine nucleotide exchange factor
	73
	-1.28
	1.17E-10

	GB12166-RA
	
	CG6945
	CG6945 gene product from transcript CG6945-RA
	FRMD4A
	FERM domain containing 4A
	20
	-0.26
	1.19E-10

	GB12802-RA
	
	CG9425
	CG9425 gene product from transcript CG9425-RA
	HELZ
	helicase with zinc finger
	28
	-0.07
	1.43E-10

	GB17238-RA
	pyruvate dehydrogenase 1
	CG11876
	CG11876 gene product from transcript CG11876-RA
	PDHB
	pyruvate dehydrogenase (lipoamide) beta
	23
	-0.13
	1.44E-10

	GB11186-RA
	similar to CG7466-PA
	CG7466
	CG7466 gene product from transcript CG7466-RA
	MEGF8
	multiple EGF-like-domains 8
	61
	-1.97
	1.48E-10

	GB15849-RA
	DNA topoisomerase 1
	Top1
	Topoisomerase 1
	TOP1
	topoisomerase (DNA) I
	25
	-0.87
	1.48E-10

	GB13673-RA
	protein kinase C delta
	Pkcdelta
	Protein kinase C delta
	PRKCD
	protein kinase C, delta
	13
	-0.37
	1.55E-10

	GB11832-RA
	protein associated with topo II related - 1
	Patr-1
	Protein associated with topo II related - 1
	
	
	21
	-1.03
	1.62E-10

	GB30506-RB
	
	Gp93
	Glycoprotein 93
	HSP90B1
	heat shock protein 90kDa beta (Grp94), member 1
	42
	-0.06
	1.77E-10

	GB16176-RA
	rho GTPase-activating protein 92B ortholog
	RhoGAP
92B
	CG4755 gene product from transcript CG4755-RA
	ARH
GAP17
	Rho GTPase activating protein 17
	32
	-0.70
	1.82E-10

	GB11260-RA
	Rpn5 protein
	Rpn5
	CG1100 gene product from transcript CG1100-RA
	PSMD12
	proteasome (prosome, macropain) 26S subunit, non-ATPase, 12
	24
	-0.12
	1.89E-10

	GB12855-RA
	similar to Neural conserved at 73EF CG11661-PA, isoform A
	Nc73EF
	Neural conserved at 73EF
	OGDH
	oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide)
	57
	-1.85
	1.90E-10

	GB30585-RA
	
	
	
	
	
	33
	0.12
	1.96E-10

	GB13646-RA
	BRWD3 protein
	BRWD3
	CG31132 gene product from transcript CG31132-RA
	BRWD1
	bromodomain and WD repeat domain containing 1
	70
	-0.75
	2.01E-10

	GB15239-RA
	liquid facets-related
	CG31285
	
	TELO2
	TEL2, telomere maintenance 2, homolog (S. cerevisiae)
	23
	-5.35
	2.02E-10

	GB18602-RA
	similar to CG7582-PA
	CG7582
	CG7582 gene product from transcript CG7582-RA
	TMEM86A
	transmembrane protein 86A
	14
	-1.70
	2.15E-10

	GB15450-RA
	tropomodulin
	tmod
	tropomodulin
	TMOD1
	tropomodulin 1
	12
	-0.25
	2.17E-10

	GB14341-RA
	similar to CG16995-PA
	CG16995
	CG16995 gene product from transcript CG16995-RA
	GLIPR2
	GLI pathogenesis-related 2
	6
	-0.96
	2.19E-10

	GB13771-RA
	receptor associated protein RIC-3
	CG30296
	CG30296 gene product from transcript CG30296-RD
	
	
	23
	-0.61
	2.41E-10

	GB16923-RA
	hypothetical LOC413912
	
	
	FAM120A
	family with sequence similarity 120A
	40
	0.01
	2.49E-10

	GB17485-RA
	
	
	
	
	
	15
	-0.37
	2.49E-10

	GB10755-RA
	similar to transmembrane protein 45b
	
	
	TMEM45B
	transmembrane protein 45B
	12
	-0.10
	2.49E-10

	GB20098-RA
	lethal giant larvae
	l(2)gl
	lethal (2) giant larvae
	LLGL2
	lethal giant larvae homolog 2 (Drosophila)
	17
	-4.28
	2.57E-10

	GB19873-RA
	similar to belle CG9748-PA
	bel
	belle
	169216131
	
	23
	-1.33
	2.71E-10

	GB15478-RA
	similar to purity of essence CG14472-PA
	poe
	purity of essence
	UBR4
	ubiquitin protein ligase E3 component n-recognin 4
	88
	-1.20
	3.20E-10

	GB10394-RA
	similar to TNF-receptor-associated factor 1 CG3048-PA, isoform A
	Traf1
	
	TRAF4
	TNF receptor-associated factor 4
	5
	-10.18
	3.60E-10

	GB16537-RA
	RNA-dependent helicase p72
	CG10077
	CG10077 gene product from transcript CG10077-RA
	DDX17
	DEAD (Asp-Glu-Ala-Asp) box polypeptide 17
	15
	2.98
	3.84E-10

	GB16537-RB
	RNA-dependent helicase p72
	CG10077
	CG10077 gene product from transcript CG10077-RA
	DDX17
	DEAD (Asp-Glu-Ala-Asp) box polypeptide 17
	15
	2.98
	3.84E-10

	GB16244-RA
	similar to CG31369-PA
	PQBP-1
	Poly-glutamine tract binding protein 1
	
	
	7
	-11.03
	4.19E-10

	GB13186-RA
	similar to WW45 protein
	sav
	salvador
	SAV1
	salvador homolog 1 (Drosophila)
	15
	-0.09
	4.37E-10

	GB12436-RA
	trio protein
	trio
	CG18214 gene product from transcript CG18214-RA
	KALRN
	kalirin, RhoGEF kinase
	52
	-1.51
	4.41E-10

	GB16237-RA
	similar to castor CG2102-PA
	CG7512
	CG7512 gene product from transcript CG7512-RB
	CASZ1
	castor zinc finger 1
	9
	-6.65
	4.41E-10

	GB16499-RB
	similar to CG4743-PA
	CG4743
	CG4743 gene product from transcript CG4743-RB
	SLC25A26
	solute carrier family 25, member 26
	8
	0.85
	4.49E-10

	GB16499-RA
	similar to CG4743-PA
	CG4743
	CG4743 gene product from transcript CG4743-RB
	SLC25A26
	solute carrier family 25, member 26
	8
	0.85
	4.49E-10

	GB16891-RA
	Ets-family protein-like
	CG9945
	CG9945 gene product from transcript CG9945-RB
	DCAF11
	DDB1 and CUL4 associated factor 11
	5
	-6.94
	4.74E-10

	GB19049-RA
	
	Orc2
	Origin recognition complex subunit 2
	ORC2L
	origin recognition complex, subunit 2-like (yeast)
	14
	-0.15
	4.89E-10

	GB14222-RA
	similar to solute carrier family 2 (facilitated glucose transporter), member 12
	CG8234
	CG8234 gene product from transcript CG8234-RA
	SLC2A12
	solute carrier family 2 (facilitated glucose transporter), member 12
	18
	-1.74
	5.12E-10

	GB14562-RA
	PDF receptor
	CG13758
	
	
	
	5
	-11.46
	5.40E-10

	GB18000-RA
	similar to Ubiquitin conjugating enzyme 4 CG8284-PA
	UbcD4
	Ubiquitin conjugating enzyme 4
	UBE2K
	ubiquitin-conjugating enzyme E2K (UBC1 homolog, yeast)
	20
	-0.10
	5.58E-10

	GB30298-RA
	
	EcR
	Ecdysone receptor
	NR1H4
	nuclear receptor subfamily 1, group H, member 4
	9
	-0.15
	6.74E-10

	GB13039-RA
	Ran-binding protein 2
	Nup358
	CG11856 gene product from transcript CG11856-RA
	RANBP2
	RAN binding protein 2
	35
	-0.21
	6.75E-10

	GB30105-RA
	
	Nup358
	CG11856 gene product from transcript CG11856-RA
	RANBP2
	RAN binding protein 2
	35
	-0.21
	6.75E-10

	GB18331-RA
	insulin receptor 2
	InR
	Insulin-like receptor
	IGF1R
	insulin-like growth factor 1 receptor
	5
	-1.36
	7.21E-10

	GB16949-RA
	similar to CG9932-PA
	CG9932
	CG9932 gene product from transcript CG9932-RA
	ZNF845
	zinc finger protein 845
	58
	0.23
	7.37E-10

	GB13018-RA
	serine/threonine-protein kinase PAK mbt
	mbt
	mushroom bodies tiny
	PAK7
	p21 protein (Cdc42/Rac)-activated kinase 7
	15
	-0.23
	7.52E-10

	GB12886-RA
	exocyst complex component 3
	sec6
	CG5341 gene product from transcript CG5341-RA
	EXOC3
	exocyst complex component 3
	17
	-0.21
	7.57E-10

	GB11100-RA
	similar to CG3732-PA
	CG3732
	CG3732 gene product from transcript CG3732-RA
	ZRANB2
	zinc finger, RAN-binding domain containing 2
	11
	-0.35
	7.71E-10

	GB18647-RA
	similar to lethal (2) 37Cc CG10691-PA, isoform A
	l(2)37Cc
	lethal (2) 37Cc
	PHB
	prohibitin
	18
	-0.54
	7.73E-10

	GB11883-RA
	
	CG3430
	CG3430 gene product from transcript CG3430-RA
	C10orf119
	chromosome 10 open reading frame 119
	16
	-1.33
	8.11E-10

	GB30250-RA
	
	CG3430
	CG3430 gene product from transcript CG3430-RA
	C10orf119
	chromosome 10 open reading frame 119
	16
	-1.33
	8.11E-10

	GB17532-RA
	similar to CG3585-PA
	CG3585
	CG3585 gene product from transcript CG3585-RA
	DMXL2
	Dmx-like 2
	17
	0.30
	9.78E-10

	GB13205-RA
	similar to BRCA1 interacting protein C-terminal helicase 1
	CG4078
	CG4078 gene product from transcript CG4078-RA
	RTEL1
	regulator of telomere elongation helicase 1
	15
	-0.27
	9.83E-10

	GB14209-RA
	gigas
	gig
	gigas
	TSC2
	tuberous sclerosis 2
	49
	-0.17
	9.86E-10

	GB14345-RA
	similar to CG32850-PA
	CG32850
	CG32850 gene product from transcript CG32850-RA
	RNF11
	ring finger protein 11
	5
	-0.11
	1.04E-09

	GB12099-RA
	E3 ubiquitin-protein ligase HERC2
	HERC2
	CG11734 gene product from transcript CG11734-RC
	HERC2
	hect domain and RLD 2
	46
	-1.91
	1.11E-09

	GB14891-RA
	Rab GTPase activating protein 10
	RN-tre
	tre oncogene-related protein
	USP6NL
	USP6 N-terminal like
	27
	-0.21
	1.15E-09

	GB15949-RA
	crooked neck
	crn
	crooked neck
	CRNKL1
	crooked neck pre-mRNA splicing factor-like 1 (Drosophila)
	25
	-1.90
	1.17E-09

	GB12146-RA
	DISCO interacting protein 2
	DIP2
	DISCO Interacting Protein 2
	DIP2C
	DIP2 disco-interacting protein 2 homolog C (Drosophila)
	32
	-1.55
	1.19E-09

	GB16910-RA
	similar to Serine/threonine-protein kinase WNK3 (Protein kinase with no lysine 3) (Protein kinase, lysine-deficient 3)
	CG7177
	CG7177 gene product from transcript CG7177-RA
	WNK2
	WNK lysine deficient protein kinase 2
	94
	-0.82
	1.24E-09

	GB16910-RB
	similar to Serine/threonine-protein kinase WNK3 (Protein kinase with no lysine 3) (Protein kinase, lysine-deficient 3)
	CG7177
	CG7177 gene product from transcript CG7177-RA
	WNK2
	WNK lysine deficient protein kinase 2
	94
	-0.82
	1.24E-09

	GB15828-RA
	nucleoporin 133
	Nup133
	CG6958 gene product from transcript CG6958-RA
	NUP133
	nucleoporin 133kDa
	14
	-0.85
	1.28E-09

	GB19115-RA
	similar to Cirl CG8639-PA
	Cirl
	CG8639 gene product from transcript CG8639-RC
	14149677
	
	39
	2.88
	1.34E-09

	GB10766-RA
	protein tyrosine phosphatase-ERK/Enhancer of Ras1
	Lar
	Leukocyte-antigen-related-like
	PTPRR
	protein tyrosine phosphatase, receptor type, R
	21
	-1.35
	1.45E-09

	GB11826-RA
	galactosylgalactosylxylosylprotein 3-beta-glucuronosyltransferase I
	GlcAT-I
	CG32775 gene product from transcript CG32775-RA
	B3GAT1
	beta-1,3-glucuronyltransferase 1 (glucuronosyltransferase P)
	28
	-0.10
	1.47E-09

	GB16726-RA
	spenito
	nito
	spenito
	RBM15
	RNA binding motif protein 15
	29
	-0.07
	1.81E-09

	GB30357-RA
	
	CG11970
	CG11970 gene product from transcript CG11970-RA
	NFRKB
	nuclear factor related to kappaB binding protein
	29
	-0.74
	1.81E-09

	GB16423-RA
	similar to karyopherin beta 1
	Fs(2)Ket
	Female sterile (2) Ketel
	KPNB1
	karyopherin (importin) beta 1
	25
	-0.45
	2.07E-09

	GB14298-RB
	gamma-coatomer protein
	gammaCop
	gamma-coatomer protein
	COPG2
	coatomer protein complex, subunit gamma 2
	22
	-4.24
	2.13E-09

	GB14298-RA
	gamma-coatomer protein
	gamma
Cop
	gamma-coatomer protein
	COPG2
	coatomer protein complex, subunit gamma 2
	22
	-4.24
	2.13E-09

	GB10197-RA
	
	CG2264
	CG2264 gene product from transcript CG2264-RD
	SMOC1
	SPARC related modular calcium binding 1
	6
	-0.47
	2.28E-09

	GB12118-RA
	zinc finger protein-like 1 homolog
	CG5382
	CG5382 gene product from transcript CG5382-RB
	ZFPL1
	zinc finger protein-like 1
	11
	-0.13
	2.48E-09

	GB11865-RA
	similar to utrophin
	Dys
	Dystrophin
	UTRN
	utrophin
	36
	-4.21
	2.61E-09

	GB18192-RA
	similar to CG6453-PA
	CG6453
	CG6453 gene product from transcript CG6453-RA
	PRKCSH
	protein kinase C substrate 80K-H
	19
	-0.77
	3.11E-09

	GB13405-RA
	similar to CG11376-PA
	CG11376
	CG11376 gene product from transcript CG11376-RA
	DOCK7
	dedicator of cytokinesis 7
	36
	0.64
	3.20E-09

	GB15909-RA
	DNA-binding protein Ewg
	ewg
	erect wing
	NRF1
	nuclear respiratory factor 1
	37
	-1.32
	3.43E-09

	GB16236-RA
	similar to pericardin CG5700-PB
	prc
	pericardin
	POLR2A
	polymerase (RNA) II (DNA directed) polypeptide A, 220kDa
	20
	-0.18
	3.48E-09

	GB10307-RA
	hypothetical LOC551392
	
	
	
	
	12
	-0.36
	3.52E-09

	GB16018-RA
	similar to CG18516-PA
	CG18522
	CG18522 gene product from transcript CG18522-RA
	XDH
	xanthine dehydrogenase
	23
	-4.04
	3.58E-09

	GB20006-RA
	bluestreak
	blue
	bluestreak
	NEURL4
	neuralized homolog 4 (Drosophila)
	34
	-0.56
	3.72E-09

	GB13906-RA
	Rho guanine nucleotide exchange factor 2
	RhoGEF2
	CG9635 gene product from transcript CG9635-RE
	ARHGEF12
	Rho guanine nucleotide exchange factor (GEF) 12
	33
	0.64
	3.77E-09

	GB11007-RA
	similar to CG31999-PA
	CG31999
	CG31999 gene product from transcript CG31999-RA
	FBN2
	fibrillin 2
	15
	-0.59
	4.09E-09

	GB12707-RA
	similar to CG11148-PA, isoform A
	CG11148
	CG11148 gene product from transcript CG11148-RD
	GIGYF2
	GRB10 interacting GYF protein 2
	43
	-1.26
	4.40E-09

	GB16943-RA
	similar to SUMO1/sentrin specific protease 1
	CG11023
	CG11023 gene product from transcript CG11023-RB
	SENP1
	SUMO1/sentrin specific peptidase 1
	10
	-0.25
	4.41E-09

	GB11327-RA
	
	CG2919
	
	GOLGA6L1
	golgin A6 family-like 1
	20
	-0.21
	4.50E-09

	GB16754-RA
	mediator of RNA polymerase II transcription subunit 14
	MED14
	Mediator complex subunit 14
	MED14
	mediator complex subunit 14
	36
	-1.02
	5.02E-09

	GB13603-RA
	similar to F09G2.3
	CG7628
	
	SLC20A2
	solute carrier family 20 (phosphate transporter), member 2
	12
	-0.18
	5.18E-09

	GB19762-RA
	nuclear inhibitor of protein phosphatase 1
	NiPp1
	Nuclear inhibitor of Protein phosphatase 1
	PPP1R8
	protein phosphatase 1, regulatory (inhibitor) subunit 8
	12
	-0.25
	5.50E-09

	GB19762-RB
	nuclear inhibitor of protein phosphatase 1
	NiPp1
	Nuclear inhibitor of Protein phosphatase 1
	PPP1R8
	protein phosphatase 1, regulatory (inhibitor) subunit 8
	12
	-0.25
	5.50E-09

	GB17333-RA
	hypothetical protein LOC724696
	
	
	
	
	9
	-7.83
	5.54E-09

	GB10667-RA
	
	Gl
	Glued
	DCTN1
	dynactin 1
	29
	-1.19
	5.60E-09

	GB11574-RA
	similar to splicing factor 3b, subunit 3
	CG13900
	CG13900 gene product from transcript CG13900-RA
	SF3B3
	splicing factor 3b, subunit 3, 130kDa
	50
	-0.46
	5.68E-09

	GB17321-RA
	similar to Syntenin-1 (Syndecan-binding protein 1) (Melanoma differentiation-associated protein 9) (MDA-9) (Scaffold protein Pbp1) (Pro-TGF-alpha cytoplasmic domain-interacting protein 18) (TACIP18)
	
	
	SDCBP
	syndecan binding protein (syntenin)
	7
	-0.18
	5.91E-09

	GB10485-RA
	similar to CG3085-PA
	CG3085
	CG3085 gene product from transcript CG3085-RA
	TEKT2
	tektin 2 (testicular)
	15
	-0.37
	6.07E-09

	GB15488-RA
	N-acetyltransferase 9-like protein
	CG12355
	CG12355 gene product from transcript CG12355-RD
	NAT9
	N-acetyltransferase 9 (GCN5-related, putative)
	9
	-0.37
	6.22E-09

	GB10426-RA
	similar to CG4022-PA
	CG4022
	CG4022 gene product from transcript CG4022-RA
	
	
	17
	-0.13
	7.32E-09

	GB14488-RA
	katanin 80
	kat80
	katanin 80
	KATNB1
	katanin p80 (WD repeat containing) subunit B 1
	18
	-1.36
	7.47E-09

	GB11718-RA
	mitochondrial ribosomal protein S5
	mRpS5
	mitochondrial ribosomal protein S5
	MRPS5
	mitochondrial ribosomal protein S5
	26
	-0.14
	7.95E-09

	GB11048-RA
	similar to CG32705-PA
	CG34449
	CG34449 gene product from transcript CG34449-RA
	ZDHHC8
	zinc finger, DHHC-type containing 8
	23
	-0.21
	8.26E-09

	GB12097-RA
	similar to CG10722-PA, isoform A
	CG10722
	CG10722 gene product from transcript CG10722-RB
	24850113
	
	22
	-0.15
	8.61E-09

	GB15708-RA
	similar to yippee-like 5
	Yippee
	CG1989 gene product from transcript CG1989-RA
	YPEL5
	yippee-like 5 (Drosophila)
	11
	-0.08
	1.04E-08

	GB12914-RA
	similar to CG9339-PA, isoform A
	CG9339
	CG9339 gene product from transcript CG9339-RD
	TBC1D24
	TBC1 domain family, member 24
	17
	-1.25
	1.29E-08

	GB11513-RA
	hypothetical protein LOC725155
	SRm160
	CG11274 gene product from transcript CG11274-RA
	SRRM1
	serine/arginine repetitive matrix 1
	19
	-0.73
	1.36E-08

	GB30012-RA
	
	Ing3
	CG6632 gene product from transcript CG6632-RA
	ING3
	inhibitor of growth family, member 3
	10
	-0.11
	1.37E-08

	GB16036-RA
	similar to CG2747-PB, isoform B
	CG2747
	CG2747 gene product from transcript CG2747-RB
	HEATR5B
	HEAT repeat containing 5B
	17
	-1.32
	1.37E-08

	GB18490-RA
	similar to CG2970-PA
	CG2970
	CG2970 gene product from transcript CG2970-RA
	STOML2
	stomatin (EPB72)-like 2
	13
	-0.25
	1.38E-08

	GB13445-RA
	similar to CG12467-PA
	CG12467
	
	PLEKHH2
	pleckstrin homology domain containing, family H (with MyTH4 domain) member 2
	15
	6.88
	1.40E-08

	GB10992-RA
	ATP citrate lyase
	ATPCL
	ATP citrate lyase
	ACLY
	ATP citrate lyase
	42
	2.26
	1.47E-08

	GB11301-RA
	similar to Abl tyrosine kinase CG4032-PA
	Abl
	Abl tyrosine kinase
	ABL1
	c-abl oncogene 1, receptor tyrosine kinase
	38
	2.29
	1.52E-08

	GB10456-RA
	similar to CG31729-PB, isoform B
	CG31729
	CG31729 gene product from transcript CG31729-RB
	ATP9B
	ATPase, class II, type 9B
	32
	-2.45
	1.60E-08

	GB17319-RA
	kruppel homolog 2
	Kr-h2
	Kruppel homolog 2
	TMEM33
	transmembrane protein 33
	10
	-0.14
	1.77E-08

	GB12242-RA
	pre-mRNA-splicing factor Slu7
	CG1420
	
	SLU7
	SLU7 splicing factor homolog (S. cerevisiae)
	18
	-0.17
	1.84E-08

	GB12720-RA
	Reps protein
	CG6192
	
	REPS2
	RALBP1 associated Eps domain containing 2
	25
	-0.10
	1.84E-08

	GB10660-RA
	mini spindles
	msps
	mini spindles
	CKAP5
	cytoskeleton associated protein 5
	28
	-0.05
	2.08E-08

	GB16699-RA
	similar to CG11444-PA
	CG11444
	CG11444 gene product from transcript CG11444-RA
	PDAP1
	PDGFA associated protein 1
	14
	-1.50
	2.08E-08

	GB14541-RA
	similar to dikar CG32393-PA, isoform A
	dikar
	CG32393 gene product from transcript CG32393-RA
	CECR2
	cat eye syndrome chromosome region, candidate 2
	20
	-0.13
	2.13E-08

	GB18395-RA
	peptide O-xylosyltransferase
	oxt
	peptide O-xylosyltransferase
	XYLT1
	xylosyltransferase I
	26
	-0.20
	2.30E-08

	GB19309-RA
	similar to RAB11 family interacting protein 4 (class II)
	nuf
	nuclear fallout
	RAB11FIP
4
	RAB11 family interacting protein 4 (class II)
	17
	-3.51
	2.31E-08

	GB18389-RA
	similar to CG14814-PB, isoform B
	CG14814
	CG14814 gene product from transcript CG14814-RB
	ACRC
	acidic repeat containing
	13
	-0.23
	2.31E-08

	GB12619-RA
	similar to Tetratricopeptide repeat protein 1 (TPR repeat protein 1)
	CG14894
	CG14894 gene product from transcript CG14894-RA
	TTC1
	tetratricopeptide repeat domain 1
	13
	-0.11
	2.31E-08

	GB18885-RA
	
	
	
	NUPL2
	nucleoporin like 2
	14
	-0.34
	2.32E-08

	GB10259-RA
	chromator
	Chro
	Chromator
	
	
	16
	0.09
	2.48E-08

	GB13041-RA
	similar to CG1845-PA
	CG1845
	CG1845 gene product from transcript CG1845-RA
	BRPF1
	bromodomain and PHD finger containing, 1
	26
	0.38
	2.66E-08

	GB15157-RA
	similar to CG5931-PA
	CG5931
	CG5931 gene product from transcript CG5931-RA
	SNRNP
200
	small nuclear ribonucleoprotein 200kDa (U5)
	50
	-1.79
	2.67E-08

	GB19857-RA
	similar to Tubulin alpha-1 chain
	alphaTub
84B
	alpha-Tubulin at 84B
	TUBA3D
	tubulin, alpha 3d
	18
	-0.64
	2.70E-08

	GB12732-RA
	proteasome alpha7 subunit
	Pros
alpha7
	Proteasome alpha7 subunit
	PSMA3
	proteasome (prosome, macropain) subunit, alpha type, 3
	18
	-0.07
	2.71E-08

	GB18372-RA
	amylo-1,6-glucosidase
	CG9485
	CG9485 gene product from transcript CG9485-RA
	AGL
	amylo-alpha-1, 6-glucosidase, 4-alpha-glucanotransferase
	35
	0.18
	2.71E-08

	GB10071-RA
	similar to CG6016-PB, isoform B
	CG6016
	
	CEPT1
	choline/ethanolamine phosphotransferase 1
	18
	-0.04
	2.91E-08

	GB12474-RA
	
	pall
	pallbearer
	FBXO28
	F-box protein 28
	11
	-2.90
	2.95E-08

	GB18661-RA
	similar to CG1677-PA
	CG1677
	CG1677 gene product from transcript CG1677-RA
	ZC3H18
	zinc finger CCCH-type containing 18
	29
	0.34
	3.07E-08

	GB17790-RA
	
	
	
	CEP135
	centrosomal protein 135kDa
	24
	-1.05
	3.14E-08

	GB19997-RA
	Rab GTPase activating protein 4
	CG8155
	CG8155 gene product from transcript CG8155-RA
	TBC1D25
	TBC1 domain family, member 25
	18
	-0.31
	3.19E-08

	GB30088-RA
	
	CG17119
	CG17119 gene product from transcript CG17119-RA
	CTNS
	cystinosis, nephropathic
	13
	-0.45
	3.19E-08

	GB30088-RC
	
	CG17119
	CG17119 gene product from transcript CG17119-RA
	CTNS
	cystinosis, nephropathic
	13
	-0.45
	3.19E-08

	GB12631-RA
	similar to CG10069-PB, isoform B
	CG10069
	CG10069 gene product from transcript CG10069-RA
	SLC37A2
	solute carrier family 37 (glycerol-3-phosphate transporter), member 2
	12
	-0.15
	3.20E-08

	GB10013-RA
	similar to CG15141-PA
	CG15141
	CG15141 gene product from transcript CG15141-RA
	UBR7
	ubiquitin protein ligase E3 component n-recognin 7 (putative)
	15
	-0.21
	3.26E-08

	GB11609-RA
	similar to CG5053-PA
	CG5053
	CG5053 gene product from transcript CG5053-RA
	RASSF8
	Ras association (RalGDS/AF-6) domain family (N-terminal) member 8
	11
	-4.85
	3.33E-08

	GB18479-RA
	myosin 15
	Myo10A
	unconventional myosin class XV
	MYO15A
	myosin XVA
	29
	0.86
	3.33E-08

	GB15984-RA
	similar to CG4768-PA
	CG4768
	CG4768 gene product from transcript CG4768-RA
	C16orf72
	chromosome 16 open reading frame 72
	10
	-0.11
	3.33E-08

	GB10863-RA
	mitogen-activated protein kinase phosphatase 3
	Mkp3
	Mitogen-activated protein kinase phosphatase 3
	DUSP6
	dual specificity phosphatase 6
	13
	-0.13
	3.33E-08

	GB17172-RA
	similar to CG2519-PA, isoform A
	CG2519
	CG2519 gene product from transcript CG2519-RB
	
	
	24
	-5.09
	3.36E-08

	GB17771-RA
	optic atrophy 1-like
	opa1-like
	optic atrophy 1-like
	OPA1
	optic atrophy 1 (autosomal dominant)
	32
	-1.67
	3.38E-08

	GB11023-RA
	similar to Synaptic vesicle membrane protein VAT-1 homolog
	
	
	VAT1L
	vesicle amine transport protein 1 homolog (T. californica)-like
	14
	-5.20
	3.54E-08

	GB10604-RA
	similar to CG4749-PA
	CG4749
	CG4749 gene product from transcript CG4749-RA
	NSUN4
	NOP2/Sun domain family, member 4
	11
	-0.12
	3.62E-08

	GB17909-RA
	similar to CG10324-PA
	CG10324
	CG10324 gene product from transcript CG10324-RA
	GPKOW
	G patch domain and KOW motifs
	6
	-0.19
	3.62E-08

	GB17557-RA
	sequence-specific single-stranded DNA-binding protein
	Ssdp
	Sequence-specific single-stranded DNA-binding protein
	SSBP3
	single stranded DNA binding protein 3
	47
	-0.79
	3.67E-08

	GB17106-RA
	
	
	
	OPTN
	optineurin
	12
	-0.87
	3.99E-08

	GB16484-RA
	
	Ing3
	CG6632 gene product from transcript CG6632-RA
	ING3
	inhibitor of growth family, member 3
	9
	-0.09
	4.00E-08

	GB30073-RA
	
	Su(var)3-9
	Suppressor of variegation 3-9
	SUV39H2
	suppressor of variegation 3-9 homolog 2 (Drosophila)
	18
	0.01
	4.00E-08

	GB14909-RA
	similar to CG5535-PA, isoform A
	CG5535
	CG5535 gene product from transcript CG5535-RC
	SLC7A2
	solute carrier family 7 (cationic amino acid transporter, y+ system), member 2
	10
	-0.21
	4.24E-08

	GB15975-RA
	similar to CG12822-PA, isoform A
	CG12822
	CG12822 gene product from transcript CG12822-RA
	C9orf156
	chromosome 9 open reading frame 156
	13
	-4.51
	4.29E-08

	GB12183-RA
	mitotic spindle assembly checkpoint protein Mad2
	mad2
	CG17498 gene product from transcript CG17498-RA
	MAD2L1
	MAD2 mitotic arrest deficient-like 1 (yeast)
	9
	-1.11
	4.35E-08

	GB13675-RA
	similar to CG3645-PA, isoform A
	CG3645
	CG3645 gene product from transcript CG3645-RA
	DUS1L
	dihydrouridine synthase 1-like (S. cerevisiae)
	17
	-3.31
	4.37E-08

	GB16105-RA
	
	Dap160
	Dynamin associated protein 160
	ITSN1
	intersectin 1 (SH3 domain protein)
	25
	-1.33
	4.69E-08

	GB18423-RA
	similar to CG1074-PA
	CG1074
	CG1074 gene product from transcript CG1074-RA
	TRMT11
	tRNA methyltransferase 11 homolog (S. cerevisiae)
	5
	-0.39
	4.88E-08

	GB10460-RA
	similar to CG16959-PA, isoform A
	CG16959
	CG16959 gene product from transcript CG16959-RA
	
	
	12
	-1.00
	5.01E-08

	GB30193-RB
	
	nej
	nejire
	CREBBP
	CREB binding protein
	87
	-0.93
	5.01E-08

	GB11459-RA
	DNA mismatch repair protein spellchecker 1
	spel1
	spellchecker1
	MSH2
	mutS homolog 2, colon cancer, nonpolyposis type 1 (E. coli)
	6
	-0.03
	5.09E-08

	GB11379-RA
	egg-derived tyrosine phosphatase
	EDTP
	Egg-derived tyrosine phosphatase
	MTMR14
	myotubularin related protein 14
	14
	-2.12
	5.14E-08

	GB16094-RA
	Ranbp11 protein
	Ranbp11
	CG33139 gene product from transcript CG33139-RA
	IPO11
	importin 11
	23
	-0.22
	5.21E-08

	GB17582-RA
	similar to combgap CG8367-PB, isoform B
	cg
	combgap
	ZNF300
	zinc finger protein 300
	37
	-0.19
	5.35E-08

	GB18804-RA
	
	mus205
	mutagen-sensitive 205
	REV3L
	REV3-like, catalytic subunit of DNA polymerase zeta (yeast)
	26
	-2.12
	5.37E-08

	GB15277-RA
	similar to lethal (2) k01209 CG4798-PB, isoform B
	l(2)k01209
	lethal (2) k01209
	UCKL1
	uridine-cytidine kinase 1-like 1
	18
	-2.40
	5.40E-08

	GB10030-RA
	similar to CG33298-PA, isoform A
	CG33298
	CG33298 gene product from transcript CG33298-RC
	ATP10B
	ATPase, class V, type 10B
	21
	-0.88
	5.66E-08

	GB16527-RA
	similar to CG2017-PB, isoform B
	CG2017
	CG2017 gene product from transcript CG2017-RA
	GTPBP2
	GTP binding protein 2
	22
	-1.20
	5.66E-08

	GB14678-RA
	Tat-binding protein-1
	Tbp-1
	Tat-binding protein-1
	PSMC3
	proteasome (prosome, macropain) 26S subunit, ATPase, 3
	11
	-0.06
	5.71E-08

	GB11520-RA
	inositol-requiring enzyme-1
	ire-1
	CG4583 gene product from transcript CG4583-RC
	ERN2
	endoplasmic reticulum to nucleus signaling 2
	26
	-0.72
	5.86E-08

	GB30412-RA
	
	
	
	
	
	6
	-0.18
	6.01E-08

	GB13749-RA
	boule
	bol
	boule
	BOLL
	bol, boule-like (Drosophila)
	12
	-0.21
	6.02E-08

	GB15979-RB
	transcription elongation regulator 1
	CG31367
	CG31367 gene product from transcript CG31367-RA
	TCERG1
	transcription elongation regulator 1
	39
	-0.50
	6.11E-08

	GB15979-RA
	transcription elongation regulator 1
	CG31367
	CG31367 gene product from transcript CG31367-RA
	TCERG1
	transcription elongation regulator 1
	39
	-0.50
	6.11E-08

	GB14204-RA
	
	
	
	TIGD6
	tigger transposable element derived 6
	8
	-1.41
	6.70E-08

	GB16076-RA
	similar to Bardet-Biedl syndrome 2 protein homolog
	
	
	BBS2
	Bardet-Biedl syndrome 2
	6
	-9.55
	6.80E-08

	GB17951-RA
	similar to CG1218-PA
	CG1218
	CG1218 gene product from transcript CG1218-RA
	C4orf27
	chromosome 4 open reading frame 27
	7
	-0.01
	6.82E-08

	GB12925-RA
	vacuolar protein sorting 28
	Vps28
	Vacuolar protein sorting 28
	VPS28
	vacuolar protein sorting 28 homolog (S. cerevisiae)
	11
	0.63
	7.06E-08

	GB17563-RA
	similar to sterile alpha motif domain containing 4B
	smg
	smaug
	SAMD4A
	sterile alpha motif domain containing 4A
	18
	-3.38
	7.06E-08

	GB18383-RA
	cyclin-dependent kinase 9
	Cdk9
	Cyclin-dependent kinase 9
	CDK9
	cyclin-dependent kinase 9
	12
	-0.19
	7.17E-08

	GB17886-RA
	similar to Downstream of son gene protein homolog
	hd
	humpty dumpty
	DONSON
	downstream neighbor of SON
	10
	-0.27
	7.35E-08

	GB11855-RA
	similar to pancreatic triglyceride lipase
	CG6847
	CG6847 gene product from transcript CG6847-RA
	PNLIP
	pancreatic lipase
	8
	-0.26
	7.43E-08

	GB18471-RA
	similar to GATAd CG5034-PA
	GATAd
	CG5034 gene product from transcript CG5034-RA
	GATA1
	GATA binding protein 1 (globin transcription factor 1)
	14
	-1.24
	7.88E-08

	GB11631-RA
	similar to CG13901-PA
	CG13901
	CG13901 gene product from transcript CG13901-RA
	DPCD
	deleted in primary ciliary dyskinesia homolog (mouse)
	12
	-0.03
	7.93E-08

	GB14664-RA
	TGF-beta activated kinase 1
	Tak1
	TGF-beta activated kinase 1
	MAP3K7
	mitogen-activated protein kinase kinase kinase 7
	16
	-0.21
	7.95E-08

	GB12180-RA
	presequence protease, mitochondrial
	CG3107
	CG3107 gene product from transcript CG3107-RA
	PITRM1
	pitrilysin metallopeptidase 1
	18
	-0.58
	8.02E-08

	GB18116-RA
	similar to trophinin isoform 2
	CG31901
	
	58219026
	
	50
	-0.88
	8.08E-08

	GB12086-RA
	tankyrase protein
	tankyrase
	CG4719 gene product from transcript CG4719-RA
	TNKS
	tankyrase, TRF1-interacting ankyrin-related ADP-ribose polymerase
	37
	-0.55
	8.26E-08

	GB19199-RA
	similar to Liprin- CG11199-PA, isoform A
	Liprin-alpha
	CG11199 gene product from transcript CG11199-RB
	PPFIA1
	protein tyrosine phosphatase, receptor type, f polypeptide (PTPRF), interacting protein (liprin), alpha 1
	39
	-0.24
	8.45E-08

	GB11661-RB
	jim protein
	jim
	CG11352 gene product from transcript CG11352-RC
	ZNF358
	zinc finger protein 358
	5
	10.88
	8.49E-08

	GB11661-RA
	jim protein
	jim
	CG11352 gene product from transcript CG11352-RC
	ZNF358
	zinc finger protein 358
	5
	10.88
	8.49E-08

	GB11586-RA
	heparan sulfate (glucosamine) 6-O-sulfotransferase
	Hs6st
	Heparan sulfate 6-O-sulfotransferase
	169206296
	
	13
	-0.19
	8.54E-08

	GB19528-RA
	similar to Telomerase-binding protein EST1A (Ever shorter telomeres 1A) (Telomerase subunit EST1A) (EST1-like protein A)
	Smg6
	CG6369 gene product from transcript CG6369-RA
	SMG6
	Smg-6 homolog, nonsense mediated mRNA decay factor (C. elegans)
	33
	-2.66
	8.80E-08

	GB17956-RA
	REST corepressor
	CoRest
	CG33525 gene product from transcript CG33525-RC
	RCOR3
	REST corepressor 3
	19
	-1.27
	8.80E-08

	GB17595-RA
	palmitoyl-protein thioesterase 1
	Ppt1
	Palmitoyl-protein thioesterase 1
	PPT1
	palmitoyl-protein thioesterase 1
	11
	-0.92
	9.06E-08

	GB10768-RA
	roquin
	roq
	roquin
	RC3H1
	ring finger and CCCH-type zinc finger domains 1
	25
	-0.31
	9.61E-08

	GB16376-RA
	similar to raw CG12437-PB, isoform B
	raw
	CG12437 gene product from transcript CG12437-RB
	
	
	14
	-0.22
	9.75E-08

	GB11006-RA
	fumble
	fbl
	fumble
	GAS8
	growth arrest-specific 8
	19
	-2.41
	1.01E-07

	GB14826-RA
	similar to sorting nexin 8
	
	
	SNX8
	sorting nexin 8
	18
	-1.11
	1.01E-07

	GB18748-RA
	similar to Btk family kinase at 29A CG8049-PB, isoform B
	Btk29A
	Btk family kinase at 29A
	TEC
	tec protein tyrosine kinase
	9
	-0.55
	1.03E-07

	GB10423-RA
	similar to CG17180-PA
	CG17180
	CG17180 gene product from transcript CG17180-RA
	8923021
	
	14
	-0.27
	1.06E-07

	GB15918-RA
	similar to CG3279-PA
	CG3279
	
	VTI1A
	vesicle transport through interaction with t-SNAREs homolog 1A (yeast)
	10
	-0.36
	1.06E-07

	GB14320-RA
	similar to CG3822-PA
	CG3822
	CG3822 gene product from transcript CG3822-RA
	GRIK1
	glutamate receptor, ionotropic, kainate 1
	10
	9.07
	1.14E-07

	GB16222-RA
	similar to CG31033-PC, isoform C
	CG31033
	CG31033 gene product from transcript CG31033-RC
	ATG16L1
	ATG16 autophagy related 16-like 1 (S. cerevisiae)
	6
	-4.10
	1.14E-07

	GB11045-RA
	histone acetyltransferase Tip60
	Tip60
	CG6121 gene product from transcript CG6121-RA
	KAT5
	K(lysine) acetyltransferase 5
	21
	0.06
	1.19E-07

	GB20019-RA
	similar to protein phosphatase methylesterase 1
	CG5068
	CG5068 gene product from transcript CG5068-RA
	PPME1
	protein phosphatase methylesterase 1
	16
	-0.11
	1.21E-07

	GB17271-RA
	similar to CG33291-PA
	CG33291
	CG33291 gene product from transcript CG33291-RA
	ABTB2
	ankyrin repeat and BTB (POZ) domain containing 2
	16
	-1.48
	1.23E-07

	GB18171-RA
	ultraviolet-sensitive opsin
	Rh3
	Rhodopsin 3
	OPN4
	opsin 4
	8
	-0.38
	1.24E-07

	GB10251-RA
	similar to CG5620-PA, isoform A
	CG5620
	
	ZDHHC14
	zinc finger, DHHC-type containing 14
	12
	-0.58
	1.28E-07

	GB18557-RA
	similar to Spectrin alpha chain
	alpha-Spec
	alpha Spectrin
	SPTAN1
	spectrin, alpha, non-erythrocytic 1 (alpha-fodrin)
	33
	-2.49
	1.28E-07

	GB19614-RA
	similar to CG5871-PA
	CG5871
	CG5871 gene product from transcript CG5871-RA
	MGEA5
	meningioma expressed antigen 5 (hyaluronidase)
	39
	-1.07
	1.29E-07

	GB10909-RA
	arginine/serine-rich splicing factor 7
	xl6
	CG10203 gene product from transcript CG10203-RA
	SRSF7
	serine/arginine-rich splicing factor 7
	15
	-0.08
	1.34E-07

	GB30240-RA
	
	raw
	CG12437 gene product from transcript CG12437-RB
	
	
	18
	-0.82
	1.34E-07

	GB15491-RA
	
	CG2702
	
	SNAPC4
	small nuclear RNA activating complex, polypeptide 4, 190kDa
	8
	-0.20
	1.34E-07

	GB17987-RA
	similar to CG4562-PA
	CG14709
	CG14709 gene product from transcript CG14709-RB
	ABCC4
	ATP-binding cassette, sub-family C (CFTR/MRP), member 4
	43
	2.86
	1.36E-07

	GB11002-RA
	
	Asx
	Additional sex combs
	ASXL3
	additional sex combs like 3 (Drosophila)
	49
	-0.63
	1.43E-07

	GB10340-RA
	similar to CG8443-PA
	CG8443
	CG8443 gene product from transcript CG8443-RA
	KIAA0664
	KIAA0664
	39
	2.98
	1.45E-07

	GB12561-RA
	gartenzwerg
	garz
	gartenzwerg
	GBF1
	golgi brefeldin A resistant guanine nucleotide exchange factor 1
	14
	-0.21
	1.47E-07

	GB13198-RA
	similar to CG14232-PA
	CG14232
	CG14232 gene product from transcript CG14232-RA
	ACBD3
	acyl-CoA binding domain containing 3
	14
	-0.12
	1.54E-07

	GB17727-RA
	similar to CG16717-PA
	CG16717
	CG16717 gene product from transcript CG16717-RA
	MPPED1
	metallophosphoesterase domain containing 1
	13
	-1.50
	1.59E-07

	GB14182-RA
	similar to CG11866-PA
	CG11866
	CG11866 gene product from transcript CG11866-RA
	FBXO28
	F-box protein 28
	22
	-0.23
	1.59E-07

	GB13334-RA
	similar to CG5961-PA
	CG5961
	CG5961 gene product from transcript CG5961-RA
	FBXO9
	F-box protein 9
	20
	-1.24
	1.63E-07

	GB12193-RA
	similar to CG16940-PA, isoform A
	CG16940
	CG16940 gene product from transcript CG16940-RB
	DIS3L2
	DIS3 mitotic control homolog (S. cerevisiae)-like 2
	33
	-0.25
	1.65E-07

	GB10463-RC
	Na[+]-dependent inorganic phosphate cotransporter
	NaPi-T
	Na[+]-dependent inorganic phosphate cotransporter
	SLC17A5
	solute carrier family 17 (anion/sugar transporter), member 5
	6
	-9.47
	1.65E-07

	GB18386-RA
	similar to CG2063-PA
	CG2063
	CG2063 gene product from transcript CG2063-RA
	SAP30BP
	SAP30 binding protein
	28
	-0.10
	1.72E-07

	GB13318-RA
	timeout
	timeout
	CG7855 gene product from transcript CG7855-RA
	TIMELESS
	timeless homolog (Drosophila)
	11
	-0.15
	1.83E-07

	GB30213-RA
	
	timeout
	CG7855 gene product from transcript CG7855-RA
	TIMELESS
	timeless homolog (Drosophila)
	11
	-0.15
	1.83E-07

	GB10808-RA
	similar to CG3894-PA, isoform A
	CG3894
	CG3894 gene product from transcript CG3894-RC
	NEURL2
	neuralized homolog 2 (Drosophila)
	9
	-0.24
	1.98E-07

	GB17170-RA
	
	CG7368
	CG7368 gene product from transcript CG7368-RB
	ZNF534
	zinc finger protein 534
	12
	-0.14
	2.04E-07

	GB15526-RA
	second mitotic wave missing
	swm
	second mitotic wave missing
	RBM26
	RNA binding motif protein 26
	32
	-1.48
	2.12E-07

	GB19992-RA
	similar to G kinase anchoring protein 1
	
	
	
	
	13
	-0.16
	2.12E-07

	GB30070-RA_2
	
	mib1
	mind bomb 1
	MIB1
	mindbomb homolog 1 (Drosophila)
	19
	-0.60
	2.12E-07

	GB13032-RA
	hypothetical protein LOC725987
	
	
	
	
	11
	-0.13
	2.13E-07

	GB17648-RA
	trithorax group protein osa
	osa
	CG7467 gene product from transcript CG7467-RC
	ARID1B
	AT rich interactive domain 1B (SWI1-like)
	94
	0.00
	2.16E-07

	GB13159-RA
	similar to scribbled CG5462-PD, isoform D
	scrib
	scribbled
	SCRIB
	scribbled homolog (Drosophila)
	58
	-2.33
	2.23E-07

	GB10780-RA
	hypothetical protein LOC726662
	
	
	
	
	10
	-0.64
	2.23E-07

	GB15219-RA
	general transcription factor IIH subunit 1
	Tfb1
	CG8151 gene product from transcript CG8151-RB
	GTF2H1
	general transcription factor IIH, polypeptide 1, 62kDa
	12
	-0.09
	2.26E-07

	GB16141-RA
	similar to Adaptin CG12532-PA
	Bap
	Beta Adaptin
	AP1B1
	adaptor-related protein complex 1, beta 1 subunit
	27
	-0.19
	2.39E-07

	GB10915-RA
	similar to CG1553-PA, isoform A
	CG1553
	CG1553 gene product from transcript CG1553-RA
	C14orf104
	chromosome 14 open reading frame 104
	23
	0.40
	2.39E-07

	GB14313-RA
	
	sip3
	septin interacting protein 3
	SYVN1
	synovial apoptosis inhibitor 1, synoviolin
	15
	-0.09
	2.40E-07

	GB16189-RA
	proteasome 54kD subunit
	Pros54
	Proteasome 54kD subunit
	PSMD4
	proteasome (prosome, macropain) 26S subunit, non-ATPase, 4
	14
	-0.17
	2.51E-07

	GB10185-RA
	similar to Zinc finger Y-chromosomal protein 2
	CG8301
	CG8301 gene product from transcript CG8301-RA
	ZFY
	zinc finger protein, Y-linked
	16
	-0.08
	2.51E-07

	GB19636-RA
	similar to CG5451-PA
	CG5451
	CG5451 gene product from transcript CG5451-RA
	SMU1
	smu-1 suppressor of mec-8 and unc-52 homolog (C. elegans)
	13
	-0.15
	2.71E-07

	GB14697-RA
	Smad anchor for receptor activation
	Sara
	Smad anchor for receptor activation
	ZFYVE9
	zinc finger, FYVE domain containing 9
	46
	-0.83
	2.73E-07

	GB11155-RA
	NHL repeat containing 2
	CG12547
	CG12547 gene product from transcript CG12547-RA
	NHLRC2
	NHL repeat containing 2
	18
	-5.49
	2.73E-07

	GB30019-RB
	
	CG12547
	CG12547 gene product from transcript CG12547-RA
	NHLRC2
	NHL repeat containing 2
	18
	-5.49
	2.73E-07

	GB30019-RA
	
	CG12547
	CG12547 gene product from transcript CG12547-RA
	NHLRC2
	NHL repeat containing 2
	18
	-5.49
	2.73E-07

	GB17337-RA
	
	CG5924
	CG5924 gene product from transcript CG5924-RA
	C10orf2
	chromosome 10 open reading frame 2
	7
	-0.25
	2.85E-07

	GB13286-RA
	similar to CG33456-PA
	CG10214
	CG10214 gene product from transcript CG10214-RA
	REXO2
	REX2, RNA exonuclease 2 homolog (S. cerevisiae)
	36
	-0.12
	2.90E-07

	GB12975-RA
	diuretic hormone 31 receptor 1
	CG32843
	
	CALCR
	calcitonin receptor
	34
	-0.12
	2.90E-07

	GB14060-RA
	immune response deficient 1
	CG9746
	
	PIK3R4
	phosphoinositide-3-kinase, regulatory subunit 4
	17
	0.20
	2.90E-07

	GB17669-RA
	Sno oncogene
	Snoo
	Sno oncogene
	SKI
	v-ski sarcoma viral oncogene homolog (avian)
	20
	-0.08
	2.92E-07

	GB12243-RA
	E3 ubiquitin-protein ligase UBR1
	CG9086
	CG9086 gene product from transcript CG9086-RA
	UBR2
	ubiquitin protein ligase E3 component n-recognin 2
	45
	-0.01
	2.93E-07

	GB16454-RA
	similar to CG17370-PA, isoform A
	CG17370
	CG17370 gene product from transcript CG17370-RA
	SPPL3
	signal peptide peptidase 3
	12
	-0.14
	2.93E-07

	GB18693-RA
	protein PTCD3 homolog, mitochondrial
	CG4679
	CG4679 gene product from transcript CG4679-RA
	PTCD3
	Pentatricopeptide repeat domain 3
	11
	-0.17
	2.97E-07

	GB16952-RA
	ribosomal protein L15
	RpL15
	Ribosomal protein L15
	RPL15P3
	ribosomal protein L15 pseudogene 3
	12
	-0.11
	3.00E-07

	GB17055-RA
	
	CG11122
	CG11122 gene product from transcript CG11122-RA
	
	
	10
	-1.40
	3.04E-07

	GB11992-RA
	protein MAK10 homolog
	CG4065
	CG4065 gene product from transcript CG4065-RA
	NAA35
	N(alpha)-acetyltransferase 35, NatC auxiliary subunit
	15
	-0.28
	3.19E-07

	GB12952-RA
	similar to CG15312-PA, isoform A
	CG15312
	CG15312 gene product from transcript CG15312-RB
	
	
	18
	-0.97
	3.25E-07

	GB15316-RA
	Shroom protein
	CG34379
	
	SHROOM4
	shroom family member 4
	5
	10.00
	3.36E-07

	GB15269-RA
	transcription initiation factor TFIID subunit 6
	Taf6
	TBP-associated factor 6
	TAF6
	TAF6 RNA polymerase II, TATA box binding protein (TBP)-associated factor, 80kDa
	20
	0.01
	3.38E-07

	GB12228-RA
	similar to nejire CG15319-PB
	nej
	nejire
	CREBBP
	CREB binding protein
	67
	-0.95
	3.40E-07

	GB16231-RA
	Rho GTPase-activating-like protein
	CG5521
	CG5521 gene product from transcript CG5521-RA
	RALGAP
A1
	Ral GTPase activating protein, alpha subunit 1 (catalytic)
	48
	-0.16
	3.40E-07

	GB30193-RA
	
	nej
	nejire
	CREBBP
	CREB binding protein
	67
	-0.95
	3.40E-07

	GB15771-RA
	similar to YTH domain containing 2
	CG8915
	CG8915 gene product from transcript CG8915-RA
	YTHDC2
	YTH domain containing 2
	25
	-0.49
	3.64E-07

	GB13627-RA
	RNA polymerase II elongation factor
	TfIIS
	RNA polymerase II elongation factor
	TCEA1
	transcription elongation factor A (SII), 1
	6
	-3.61
	3.87E-07

	GB19023-RA
	host cell factor
	Hcf
	Host cell factor
	HCFC1
	host cell factor C1 (VP16-accessory protein)
	31
	-1.84
	4.07E-07

	GB14800-RA
	
	
	
	
	
	15
	-2.09
	4.08E-07

	GB13659-RA
	protein phosphatase 4 regulatory subunit 2-related protein
	PPP4R2r
	Protein phosphatase 4 regulatory subunit 2-related protein
	PPP4R2
	protein phosphatase 4, regulatory subunit 2
	9
	-0.13
	4.12E-07

	GB15283-RA
	similar to CG10077-PA, isoform A
	CG10077
	CG10077 gene product from transcript CG10077-RA
	DDX5
	DEAD (Asp-Glu-Ala-Asp) box polypeptide 5
	33
	-0.25
	4.12E-07

	GB11055-RA
	similar to poly A binding protein, cytoplasmic 1
	pAbp
	polyA-binding protein
	PABPC1
	poly(A) binding protein, cytoplasmic 1
	35
	0.05
	4.31E-07

	GB16393-RA
	similar to chromosome condensation 1
	Bj1
	Bj1 protein
	RCC1
	regulator of chromosome condensation 1
	18
	-0.08
	4.35E-07

	GB14096-RA
	ovarian-specific serine/threonine-protein kinase Lok
	lok
	loki
	CHEK2
	CHK2 checkpoint homolog (S. pombe)
	6
	-0.28
	4.40E-07

	GB13160-RA
	c-1-tetrahydrofolate synthase, cytoplasmic
	pug
	pugilist
	MTHFD1
	methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1, methenyltetrahydrofolate cyclohydrolase, formyltetrahydrofolate synthetase
	9
	-1.34
	4.40E-07

	GB11808-RA
	similar to CG6928-PB, isoform B
	CG6928
	CG6928 gene product from transcript CG6928-RB
	SLC26A11
	solute carrier family 26, member 11
	6
	-0.45
	4.54E-07

	GB15093-RA
	similar to ubiquitin specific protease 3
	CG8494
	CG8494 gene product from transcript CG8494-RA
	USP3
	ubiquitin specific peptidase 3
	7
	-0.35
	4.54E-07

	GB11226-RA
	arrow
	arr
	arrow
	LRP6
	low density lipoprotein receptor-related protein 6
	24
	-0.09
	4.59E-07

	GB10654-RA
	dynein heavy chain 64C-like protein
	Dhc64C
	Dynein heavy chain 64C
	DYNC1H1
	dynein, cytoplasmic 1, heavy chain 1
	95
	-0.72
	4.61E-07

	GB14482-RA
	similar to Werner helicase interacting protein isoform 1
	
	
	WRNIP1
	Werner helicase interacting protein 1
	12
	-0.23
	4.65E-07

	GB18424-RA
	
	Opbp
	Optix-binding protein
	7019579
	
	28
	-0.63
	4.68E-07

	GB15127-RA
	similar to CG17119-PA, isoform A
	CG17119
	CG17119 gene product from transcript CG17119-RA
	CTNS
	cystinosis, nephropathic
	6
	-0.84
	4.72E-07

	GB12372-RA
	similar to CG11537-PC, isoform C
	CG11537
	CG11537 gene product from transcript CG11537-RD
	HIAT1
	hippocampus abundant transcript 1
	22
	-0.02
	4.78E-07

	GB15803-RA
	zinc finger CCCH domain-containing protein 15 homolog
	CG8635
	CG8635 gene product from transcript CG8635-RA
	ZC3H15
	zinc finger CCCH-type containing 15
	8
	-0.37
	4.81E-07

	GB11740-RA
	similar to Protein KIAA0226
	CG12772
	CG12772 gene product from transcript CG12772-RA
	KIAA0226
	KIAA0226
	15
	-0.34
	4.96E-07

	GB13429-RA
	helicase 89B ortholog
	Hel89B
	Helicase 89B
	BTAF1
	BTAF1 RNA polymerase II, B-TFIID transcription factor-associated, 170kDa (Mot1 homolog, S. cerevisiae)
	28
	1.07
	5.30E-07

	GB18270-RA
	
	CG6325
	CG6325 gene product from transcript CG6325-RA
	DCAF15
	DDB1 and CUL4 associated factor 15
	17
	-1.69
	5.34E-07

	GB16644-RA
	similar to CG3164-PB, isoform B
	CG3164
	CG3164 gene product from transcript CG3164-RA
	ABCG1
	ATP-binding cassette, sub-family G (WHITE), member 1
	15
	-5.22
	5.54E-07

	GB19109-RA
	similar to Zinc finger protein 624
	crol
	crooked legs
	ZNF585B
	zinc finger protein 585B
	14
	-0.04
	5.60E-07

	GB18196-RA
	similar to CG4713-PA
	CG4713
	
	CC2D1A
	coiled-coil and C2 domain containing 1A
	17
	-0.10
	5.63E-07

	GB16010-RA
	similar to CG7564-PA
	CG7564
	CG7564 gene product from transcript CG7564-RA
	LUC7L
	LUC7-like (S. cerevisiae)
	16
	-0.67
	5.74E-07

	GB13843-RA
	SAGA-associated factor 11 homolog
	CG13379
	
	ATXN7L3
	ataxin 7-like 3
	14
	-0.07
	5.79E-07

	GB13170-RA
	similar to vav CG7893-PA, isoform A
	vav
	CG7893 gene product from transcript CG7893-RB
	VAV2
	vav 2 guanine nucleotide exchange factor
	35
	-0.38
	5.79E-07

	GB11891-RA
	similar to AMME syndrome candidate gene 1 protein
	CG5902
	CG5902 gene product from transcript CG5902-RB
	AMMECR1
	Alport syndrome, mental retardation, midface hypoplasia and elliptocytosis chromosomal region gene 1
	12
	0.25
	5.94E-07

	GB13037-RA
	similar to Msr-110 CG10596-PB, isoform B
	
	
	
	
	9
	-1.86
	6.07E-07

	GB14595-RA
	60S ribosomal protein L10
	Qm
	CG17521 gene product from transcript CG17521-RC
	RPL10
	ribosomal protein L10
	11
	-0.04
	6.11E-07

	GB11786-RA
	similar to CG2947-PA, isoform A
	CG32789
	CG32789 gene product from transcript CG32789-RA
	ST13
	suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 interacting protein)
	12
	-0.05
	6.17E-07

	GB19611-RA
	similar to PEST-containing nuclear protein (PCNP)
	
	
	PCNP
	PEST proteolytic signal containing nuclear protein
	12
	-0.12
	6.35E-07

	GB10493-RA
	
	CG15040
	CG15040 gene product from transcript CG15040-RA
	
	
	39
	-2.60
	6.39E-07

	GB10149-RA
	negative elongation factor E
	Nelf-E
	Negative elongation factor E
	RDBP
	RD RNA binding protein
	13
	-0.17
	6.58E-07

	GB16857-RA
	adipokinetic hormone receptor
	GRHR
	Gonadotropin-releasing hormone receptor
	GNRHR
	gonadotropin-releasing hormone receptor
	9
	-1.04
	6.82E-07

	GB19581-RA
	myosin binding subunit
	Mbs
	Myosin binding subunit
	PPP1R12A
	protein phosphatase 1, regulatory (inhibitor) subunit 12A
	16
	-0.69
	6.94E-07

	GB18348-RA
	similar to homothorax CG17117-PA, isoform A
	hth
	homothorax
	MEIS1
	Meis homeobox 1
	19
	0.72
	7.74E-07

	GB15200-RA
	glycerol kinase
	Gyk
	Glycerol kinase
	GK
	glycerol kinase
	11
	-0.21
	7.77E-07

	GB18430-RA
	similar to AP-47 CG9388-PA
	AP-47
	CG9388 gene product from transcript CG9388-RA
	AP1M1
	adaptor-related protein complex 1, mu 1 subunit
	28
	0.00
	7.87E-07

	GB11639-RA
	
	GluClalpha
	CG7535 gene product from transcript CG7535-RC
	GLRA3
	glycine receptor, alpha 3
	11
	-0.19
	7.87E-07

	GB17119-RA
	
	Sry-beta
	Serendipity beta
	ZNF532
	zinc finger protein 532
	22
	-0.58
	7.87E-07

	GB30165-RA
	
	GluClalpha
	CG7535 gene product from transcript CG7535-RC
	GLRA3
	glycine receptor, alpha 3
	11
	-0.19
	7.87E-07

	GB15395-RA
	similar to glycerophosphodiester phosphodiesterase domain containing 1
	
	
	GDPD1
	glycerophosphodiester phosphodiesterase domain containing 1
	10
	-0.13
	8.20E-07

	GB17537-RA
	similar to CG9330-PA
	CG9330
	CG9330 gene product from transcript CG9330-RA
	ABCF3
	ATP-binding cassette, sub-family F (GCN20), member 3
	26
	-1.29
	8.20E-07

	GB16330-RA
	histone-lysine N-methyltransferase trithorax
	trx
	trithorax
	MLL4
	myeloid/lymphoid or mixed-lineage leukemia 4
	41
	0.99
	8.21E-07

	GB10811-RA
	similar to CG15618-PA
	CG15618
	CG15618 gene product from transcript CG15618-RB
	THADA
	thyroid adenoma associated
	26
	-0.76
	9.20E-07

	GB15893-RA
	partitioning defective 6
	par-6
	CG5884 gene product from transcript CG5884-RA
	PARD6B
	par-6 partitioning defective 6 homolog beta (C. elegans)
	13
	-0.11
	9.58E-07

	GB13663-RA
	
	dimm
	dimmed
	BHLHA15
	basic helix-loop-helix family, member a15
	7
	-0.15
	9.69E-07

	GB17095-RA
	NADH dehydrogenase (ubiqui) flavoprotein 1, 51kDa
	CG9140
	CG9140 gene product from transcript CG9140-RA
	NDUFV1
	NADH dehydrogenase (ubiqui) flavoprotein 1, 51kDa
	20
	-0.49
	9.78E-07

	GB17833-RA
	
	Grip163
	CG5688 gene product from transcript CG5688-RA
	TUBGCP6
	tubulin, gamma complex associated protein 6
	33
	-1.96
	9.97E-07

	GB20128-RB
	similar to CG4040-PA
	CG4040
	
	NOSTRIN
	nitric oxide synthase trafficker
	8
	1.69
	1.00E-06

	GB12447-RA
	similar to CAP, adenylate cyclase-associated protein 1
	capt
	capulet
	CAP2
	CAP, adenylate cyclase-associated protein, 2 (yeast)
	29
	-0.77
	1.00E-06

	GB15362-RA
	pescadillo homolog
	CG4364
	CG4364 gene product from transcript CG4364-RA
	PES1
	pescadillo homolog 1, containing BRCT domain (zebrafish)
	15
	-3.79
	1.01E-06

	GB12246-RA
	hepatocyte growth factor regulated tyrosine kinase substrate
	Hrs
	Hepatocyte growth factor regulated tyrosine kinase substrate
	HGS
	hepatocyte growth factor-regulated tyrosine kinase substrate
	22
	-0.26
	1.01E-06

	GB11495-RA
	28 kDa Golgi SNARE protein
	Gos28
	CG7700 gene product from transcript CG7700-RA
	GOSR1
	golgi SNAP receptor complex member 1
	7
	-0.61
	1.02E-06

	GB15866-RA
	odorant binding protein 11
	
	
	
	
	11
	-0.37
	1.03E-06

	GB18625-RA
	similar to Broad-complex core-protein isoform 6
	br
	broad
	
	
	54
	0.01
	1.06E-06

	GB30541-RA_2
	
	CG5591
	CG5591 gene product from transcript CG5591-RA
	MLL3
	myeloid/lymphoid or mixed-lineage leukemia 3
	81
	-0.44
	1.06E-06

	GB12083-RA
	similar to CG1718-PA
	CG1718
	CG1718 gene product from transcript CG1718-RA
	ABCA3
	ATP-binding cassette, sub-family A (ABC1), member 3
	29
	-1.74
	1.08E-06

	GB11180-RA
	hypothetical protein LOC724356
	
	
	LOC
100129278
	similar to tudor domain containing 1
	32
	0.12
	1.09E-06

	GB11547-RA
	cohesin loading complex subunit SCC4 homolog
	CG4203
	CG4203 gene product from transcript CG4203-RA
	KIAA0892
	KIAA0892
	13
	-0.14
	1.10E-06

	GB17948-RA
	specifically Rac1-associated protein 1
	Sra-1
	specifically Rac1-associated protein 1
	CYFIP1
	cytoplasmic FMR1 interacting protein 1
	16
	-0.07
	1.13E-06

	GB16576-RA
	mediator of RNA polymerase II transcription subunit 16
	MED16
	Mediator complex subunit 16
	MED16
	mediator complex subunit 16
	12
	2.90
	1.17E-06

	GB14668-RA
	similar to CG15643-PA
	CG15643
	CG15643 gene product from transcript CG15643-RA
	C12orf49
	chromosome 12 open reading frame 49
	8
	-2.63
	1.18E-06

	GB13704-RA
	glycogen phosphorylase
	CG7766
	CG7766 gene product from transcript CG7766-RC
	4505779
	
	44
	-0.36
	1.20E-06

	GB17000-RA
	
	nAcR
alpha-30D
	nicotinic Acetylcholine Receptor alpha 30D
	CHRNA7
	cholinergic receptor, nicotinic, alpha 7
	9
	1.17
	1.20E-06

	GB16148-RA
	hyrax
	hyx
	hyrax
	CDC73
	cell division cycle 73, Paf1/RNA polymerase II complex component, homolog (S. cerevisiae)
	26
	0.11
	1.21E-06

	GB17458-RA
	pinin
	Pnn
	Pinin
	
	
	18
	-1.77
	1.21E-06

	GB14565-RA
	similar to kelch domain containing 4
	CG4069
	CG4069 gene product from transcript CG4069-RA
	KLHDC4
	kelch domain containing 4
	7
	-0.21
	1.23E-06

	GB11478-RA
	hypothetical protein LOC724130
	
	
	
	
	13
	-3.73
	1.24E-06

	GB16217-RA
	similar to MYPT-75D CG6896-PA
	MYPT-75D
	CG6896 gene product from transcript CG6896-RA
	PPP1R16A
	protein phosphatase 1, regulatory (inhibitor) subunit 16A
	27
	-1.10
	1.26E-06

	GB15061-RA
	retinal degeneration B
	rdgB
	retinal degeneration B
	4758926
	
	7
	-0.93
	1.28E-06

	GB30300-RA
	
	capt
	capulet
	CAP2
	CAP, adenylate cyclase-associated protein, 2 (yeast)
	28
	-0.80
	1.33E-06

	GB12613-RA
	neurofibromin 1
	Nf1
	Neurofibromin 1
	NF1
	neurofibromin 1
	68
	-0.88
	1.38E-06

	GB30348-RA
	
	
	
	
	
	20
	-1.68
	1.38E-06

	GB12147-RA
	similar to topoisomerase (DNA) III alpha
	Top3alpha
	Topoisomerase 3alpha
	TOP3A
	topoisomerase (DNA) III alpha
	29
	-0.85
	1.41E-06

	GB10629-RA
	similar to CG13957-PA
	CG13957
	CG13957 gene product from transcript CG13957-RA
	KIAA1033
	KIAA1033
	19
	-0.09
	1.44E-06

	GB13698-RA
	DNA replication complex GINS protein PSF2
	Psf2
	CG18013 gene product from transcript CG18013-RA
	GINS2
	GINS complex subunit 2 (Psf2 homolog)
	7
	-0.15
	1.49E-06

	GB10877-RA
	similar to CG8290-PB, isoform B
	CG8290
	CG8290 gene product from transcript CG8290-RA
	169216549
	
	15
	-2.51
	1.55E-06

	GB17089-RA
	similar to CG32528-PA
	CG32528
	CG32528 gene product from transcript CG32528-RA
	PARVB
	parvin, beta
	7
	-0.22
	1.55E-06

	GB19815-RA
	similar to SH2 domain binding protein 1
	CG2469
	CG2469 gene product from transcript CG2469-RB
	CTR9
	Ctr9, Paf1/RNA polymerase II complex component, homolog (S. cerevisiae)
	29
	-0.60
	1.56E-06

	GB19673-RA
	similar to parcas CG7761-PA
	pcs
	parcas
	SH3BP5L
	SH3-binding domain protein 5-like
	7
	-0.14
	1.57E-06

	GB18027-RA
	similar to NHL (ring finger b-box coiled coil) domain containing family member (nhl-3)
	
	
	13446227
	
	18
	-0.16
	1.58E-06

	GB12708-RA
	similar to CG5466-PA
	CG5466
	CG5466 gene product from transcript CG5466-RA
	
	
	20
	-0.51
	1.59E-06

	GB15217-RA
	importin 9
	Ranbp9
	CG5252 gene product from transcript CG5252-RA
	IPO9
	importin 9
	28
	-0.15
	1.59E-06

	GB19436-RA
	histone-lysine N-methyltransferase trr
	trr
	trithorax-related
	MLL3
	myeloid/lymphoid or mixed-lineage leukemia 3
	18
	-2.71
	1.61E-06

	GB30541-RA
	
	CG5591
	CG5591 gene product from transcript CG5591-RA
	MLL3
	myeloid/lymphoid or mixed-lineage leukemia 3
	18
	-2.71
	1.61E-06

	GB15735-RA
	replication protein A 70 kDa DNA-binding subunit
	RpA-70
	Replication Protein A 70
	RPA1
	replication protein A1, 70kDa
	16
	-0.33
	1.62E-06

	GB18126-RA
	similar to SMC5 protein
	Smc5
	CG32438 gene product from transcript CG32438-RA
	SMC5
	structural maintenance of chromosomes 5
	21
	-0.38
	1.62E-06

	GB14773-RA
	breast carcinoma-amplified sequence 3 homolog
	CG32663
	CG32663 gene product from transcript CG32663-RA
	BCAS3
	breast carcinoma amplified sequence 3
	17
	-1.20
	1.62E-06

	GB13756-RA
	ubiquitin ligase protein mind-bomb
	mib1
	mind bomb 1
	MIB1
	mindbomb homolog 1 (Drosophila)
	17
	-0.74
	1.63E-06

	GB14346-RA
	superoxide dismutase 2, mitochondrial
	Sod2
	Superoxide dismutase 2 (Mn)
	SOD2
	superoxide dismutase 2, mitochondrial
	13
	-1.67
	1.65E-06

	GB10597-RA
	DNA primase small subunit
	DNApol-alpha50
	DNA polymerase alpha 50kD
	PRIM1
	primase, DNA, polypeptide 1 (49kDa)
	11
	-1.09
	1.72E-06

	GB16663-RA
	huntingtin interacting protein 1
	CG10971
	
	HIP1
	huntingtin interacting protein 1
	13
	1.75
	1.74E-06

	GB15924-RA
	ring and YY1 binding protein
	CG12190
	
	RYBP
	RING1 and YY1 binding protein
	16
	-0.14
	1.77E-06

	GB11839-RC
	misshapen
	msn
	misshapen
	MAP4K4
	mitogen-activated protein kinase kinase kinase kinase 4
	32
	1.97
	1.77E-06

	GB11839-RD
	misshapen
	msn
	misshapen
	MAP4K4
	mitogen-activated protein kinase kinase kinase kinase 4
	32
	1.97
	1.77E-06

	GB11839-RA
	misshapen
	msn
	misshapen
	MAP4K4
	mitogen-activated protein kinase kinase kinase kinase 4
	32
	1.97
	1.77E-06

	GB11839-RB
	misshapen
	msn
	misshapen
	MAP4K4
	mitogen-activated protein kinase kinase kinase kinase 4
	32
	1.97
	1.77E-06

	GB18570-RA
	similar to Dis3 CG6413-PA
	Dis3
	CG6413 gene product from transcript CG6413-RA
	19923416
	
	25
	-1.29
	1.79E-06

	GB10376-RA
	similar to Integral membrane protein GPR155 (G-protein coupled receptor PGR22)
	CG7510
	CG7510 gene product from transcript CG7510-RA
	GPR155
	G protein-coupled receptor 155
	19
	-1.58
	1.81E-06

	GB14918-RA
	similar to CG11190-PA
	CG11190
	CG11190 gene product from transcript CG11190-RA
	PIGT
	phosphatidylinositol glycan anchor biosynthesis, class T
	14
	-0.30
	1.82E-06

	GB14943-RA
	nucleostemin 2
	Ngp
	
	GNL2
	guanine nucleotide binding protein-like 2 (nucleolar)
	19
	-0.09
	1.90E-06

	GB15300-RA
	similar to Fak-like tyrosine kinase CG3969-PA, isoform A
	PR2
	Fak-like tyrosine kinase
	TNK2
	tyrosine kinase, non-receptor, 2
	37
	-0.30
	2.03E-06

	GB18750-RA
	similar to CG7739-PA
	CG7739
	CG7739 gene product from transcript CG7739-RA
	ITFG1
	integrin alpha FG-GAP repeat containing 1
	10
	-0.17
	2.10E-06

	GB12034-RA
	PHD finger and CXXC domain-containing protein CG17446 ortholog
	CG17446
	CG17446 gene product from transcript CG17446-RA
	CXXC1
	CXXC finger 1 (PHD domain)
	24
	-0.13
	2.15E-06

	GB30241-RA
	
	sgg
	shaggy
	GSK3B
	glycogen synthase kinase 3 beta
	6
	-1.49
	2.19E-06

	GB12144-RA
	similar to Vesicular-fusion protein Nsf1 (N-ethylmaleimide-sensitive fusion protein 1) (NEM-sensitive fusion protein 1) (dNsf-1) (Protein comatose)
	comt
	comatose
	NSF
	N-ethylmaleimide-sensitive factor
	12
	-0.01
	2.22E-06

	GB20118-RA
	similar to forkhead box K1
	Mnf
	CG11799 gene product from transcript CG11799-RG
	FOXK1
	forkhead box K1
	19
	-0.06
	2.22E-06

	GB16395-RA
	G2/mitotic-specific cyclin-B3
	CycB3
	Cyclin B3
	CCNB3
	cyclin B3
	8
	-2.74
	2.22E-06

	GB10810-RA
	mediator of RNA polymerase II transcription subunit 12
	kto
	kohtalo
	MED12L
	mediator complex subunit 12-like
	50
	-1.03
	2.26E-06

	GB19121-RA
	similar to Ubiquitin carboxyl-terminal hydrolase 4 (Ubiquitin thioesterase 4) (Ubiquitin-specific-processing protease 4) (Deubiquitinating enzyme 4) (Ubiquitous nuclear protein homolog)
	CG14619
	CG14619 gene product from transcript CG14619-RE
	USP15
	ubiquitin specific peptidase 15
	43
	1.87
	2.26E-06

	GB10884-RA
	similar to zinc finger protein 484 isoform b
	crol
	crooked legs
	ZNF595
	zinc finger protein 595
	22
	-0.51
	2.29E-06

	GB20112-RA
	Cdc42 homolog
	Cdc42
	CG12530 gene product from transcript CG12530-RA
	CDC42
	cell division cycle 42 (GTP binding protein, 25kDa)
	18
	0.61
	2.30E-06

	GB19935-RA
	similar to CG3609-PA
	CG3609
	CG3609 gene product from transcript CG3609-RA
	
	
	11
	2.13
	2.31E-06

	GB18360-RA
	similar to CG11796-PA, isoform A
	CG11796
	CG11796 gene product from transcript CG11796-RA
	HPD
	4-hydroxyphenylpyruvate dioxygenase
	15
	-0.75
	2.36E-06

	GB16242-RA
	similar to CG14210-PA
	
	
	
	
	6
	-0.20
	2.36E-06

	GB10827-RA
	kinesin heavy chain
	Khc
	Kinesin heavy chain
	KIF5A
	kinesin family member 5A
	22
	2.73
	2.39E-06

	GB15024-RA
	zinc finger matrin-type protein CG9776 ortholog
	CG9776
	CG9776 gene product from transcript CG9776-RA
	
	
	48
	-0.87
	2.46E-06

	GB19359-RA
	similar to Clathrin heavy chain CG9012-PA, isoform A
	Chc
	Clathrin heavy chain
	CLTC
	clathrin, heavy chain (Hc)
	58
	-0.89
	2.52E-06

	GB17488-RA
	ribosomal protein S20
	RpS20
	Ribosomal protein S20
	RPS20
	ribosomal protein S20
	6
	-0.89
	2.52E-06

	GB14588-RA
	similar to eukaryotic translation initiation factor 4E nuclear import factor 1
	CG32016
	CG32016 gene product from transcript CG32016-RB
	EIF4ENIF1
	eukaryotic translation initiation factor 4E nuclear import factor 1
	37
	0.11
	2.55E-06

	GB11634-RA
	
	Hr39
	Hormone receptor-like in 39
	NR5A2
	nuclear receptor subfamily 5, group A, member 2
	18
	-3.94
	2.65E-06

	GB19604-RA
	similar to CG15040-PA
	
	
	
	
	10
	-5.61
	2.69E-06

	GB17039-RA
	similar to PRP4 pre-mRNA processing factor 4 homolog B
	CG2839
	CG2839 gene product from transcript CG2839-RA
	
	
	30
	-1.12
	2.81E-06

	GB10959-RA
	similar to Rpn2 CG11888-PA
	Rpn2
	CG11888 gene product from transcript CG11888-RA
	PSMD1
	proteasome (prosome, macropain) 26S subunit, non-ATPase, 1
	31
	-1.18
	2.81E-06

	GB17200-RA
	similar to RIKEN cDNA 0610040D20
	c12.1
	CG12135 gene product from transcript CG12135-RA
	CWC15
	CWC15 spliceosome-associated protein homolog (S. cerevisiae)
	17
	-1.57
	2.92E-06

	GB15902-RA
	similar to RING finger protein 14 (Androgen receptor-associated protein 54) (Triad2 protein) (HFB30)
	
	
	RNF14
	ring finger protein 14
	11
	-0.01
	2.93E-06

	GB18717-RA
	similar to CG4963-PA
	CG4963
	
	SLC25A38
	solute carrier family 25, member 38
	13
	-0.03
	2.96E-06

	GB30555-RA_2
	
	CG7337
	CG7337 gene product from transcript CG7337-RA
	WDR62
	WD repeat domain 62
	33
	0.37
	3.02E-06

	GB15587-RA
	similar to TUWD12
	CG10191
	CG10191 gene product from transcript CG10191-RA
	POC1B
	POC1 centriolar protein homolog B (Chlamydomonas)
	8
	-0.18
	3.03E-06

	GB10862-RA
	
	CG15040
	CG15040 gene product from transcript CG15040-RA
	
	
	15
	0.45
	3.07E-06

	GB10917-RA
	similar to Protein-glutamine gamma-glutamyltransferase K (Transglutaminase K) (TGase K) (TGK) (TG(K)) (Transglutaminase-1) (Epidermal TGase)
	CG7356
	CG7356 gene product from transcript CG7356-RA
	TGM1
	transglutaminase 1 (K polypeptide epidermal type I, protein-glutamine-gamma-glutamyltransferase)
	9
	0.45
	3.07E-06

	GB17129-RA
	similar to thread CG12284-PA, isoform A
	th
	thread
	XIAP
	X-linked inhibitor of apoptosis
	8
	-0.08
	3.08E-06

	GB12481-RA
	similar to Guanine nucleotide exchange factor DBS (DBLs big sister) (MCF2 transforming sequence-like protein)
	CG30440
	CG30440 gene product from transcript CG30440-RA
	27777655
	
	33
	-0.10
	3.11E-06

	GB15045-RA
	bobby sox
	bbx
	bobby sox
	BBX
	bobby sox homolog (Drosophila)
	17
	0.02
	3.12E-06

	GB17540-RA
	
	aft
	adrift
	FTSJD1
	FtsJ methyltransferase domain containing 1
	21
	-0.12
	3.36E-06

	GB14636-RA
	similar to CG1764-PA
	CG1764
	CG1764 gene product from transcript CG1764-RA
	DDAH1
	dimethylarginine dimethylaminohydrolase 1
	6
	-0.24
	3.36E-06

	GB13340-RA
	dispatched
	disp
	dispatched
	DISP1
	dispatched homolog 1 (Drosophila)
	23
	0.19
	3.36E-06

	GB14643-RA
	focal adhesion kinase 56D ortholog
	Fak56D
	Focal Adhesion Kinase
	PTK2
	PTK2 protein tyrosine kinase 2
	16
	-0.18
	3.39E-06

	GB14948-RA
	inscuteable
	insc
	inscuteable
	INSC
	inscuteable homolog (Drosophila)
	10
	-0.37
	3.44E-06

	GB14057-RA
	ribonuclease H2 subunit A
	CG13690
	CG13690 gene product from transcript CG13690-RA
	RNASEH
2A
	ribonuclease H2, subunit A
	8
	-5.58
	3.49E-06

	GB18149-RA
	similar to CG12750-PA
	ncm
	nucampholin
	CWC22
	CWC22 spliceosome-associated protein homolog (S. cerevisiae)
	21
	-0.13
	3.49E-06

	GB10232-RA
	frazzled
	fra
	frazzled
	DCC
	deleted in colorectal carcinoma
	40
	-3.26
	3.60E-06

	GB10716-RA
	inturned
	in
	inturned
	INTU
	inturned planar cell polarity effector homolog (Drosophila)
	8
	-0.21
	3.61E-06

	GB18202-RA
	
	CG15040
	CG15040 gene product from transcript CG15040-RA
	MDC1
	mediator of DNA-damage checkpoint 1
	22
	-0.14
	3.68E-06

	GB16788-RA
	similar to Calmodulin-binding protein related to a Rab3 GDP/GTP exchange protein CG12737-PA, isoform A
	Crag
	Calmodulin-binding protein related to a Rab3 GDP/GTP exchange protein
	DENND4C
	DENN/MADD domain containing 4C
	51
	0.09
	3.69E-06

	GB15716-RA
	similar to CG5028-PA
	CG5028
	CG5028 gene product from transcript CG5028-RB
	IDH3G
	isocitrate dehydrogenase 3 (NAD+) gamma
	11
	-0.16
	3.75E-06

	GB19467-RA
	similar to pod1 CG4532-PD, isoform D
	pod1
	CG4532 gene product from transcript CG4532-RA
	88702975
	
	40
	-0.99
	3.85E-06

	GB18877-RA
	similar to CG10915-PA
	CG10915
	CG10915 gene product from transcript CG10915-RA
	CTTNBP2
NL
	CTTNBP2 N-terminal like
	33
	0.16
	3.93E-06

	GB16066-RA
	rasputin
	rin
	rasputin
	G3BP2
	GTPase activating protein (SH3 domain) binding protein 2
	24
	-0.53
	4.00E-06

	GB20063-RA
	similar to CG6424-PA, isoform A
	CG6424
	CG6424 gene product from transcript CG6424-RA
	FAM13A
	family with sequence similarity 13, member A
	25
	-1.52
	4.02E-06

	GB12569-RA
	Ced-12 protein
	Ced-12
	CG5336 gene product from transcript CG5336-RA
	ELMO1
	engulfment and cell motility 1
	15
	-0.17
	4.10E-06

	GB18265-RA
	similar to CG31037-PA
	ca
	claret
	RCBTB2
	regulator of chromosome condensation (RCC1) and BTB (POZ) domain containing protein 2
	27
	-1.74
	4.33E-06

	GB13472-RA
	mummy
	mmy
	mummy
	UAP1
	UDP-N-acteylglucosamine pyrophosphorylase 1
	8
	-0.16
	4.45E-06

	GB18042-RA
	similar to Oligosaccharyltransferase 48kD subunit CG9022-PA
	Ost48
	Oligosaccharyltransferase 48kD subunit
	DDOST
	dolichyl-diphosphooligosaccharide--protein glycosyltransferase
	11
	-0.12
	4.65E-06

	GB14317-RA
	immunoglobulin-like and fibronectin type III domain containing 8
	Dscam-
	
	SDK2
	sidekick homolog 2 (chicken)
	45
	-2.06
	4.65E-06

	GB20128-RA
	similar to CG4040-PA
	CG4040
	
	NOSTRIN
	nitric oxide synthase trafficker
	7
	0.39
	4.68E-06

	GB11515-RA
	Sip1/TFIP11 interacting protein
	sip1
	septin interacting protein 1
	TFIP11
	tuftelin interacting protein 11
	17
	-0.51
	4.72E-06

	GB19812-RA
	similar to DEAD (Asp-Glu-Ala-Asp) box polypeptide 55
	CG9630
	CG9630 gene product from transcript CG9630-RA
	DDX55
	DEAD (Asp-Glu-Ala-Asp) box polypeptide 55
	8
	-0.13
	4.78E-06

	GB10453-RA
	similar to CG3777-PB, isoform B
	
	
	
	
	24
	-2.09
	4.95E-06

	GB14744-RA
	vacuolar protein sorting 26
	CG14804
	
	VPS26B
	vacuolar protein sorting 26 homolog B (S. pombe)
	10
	-0.16
	4.96E-06

	GB19041-RA
	Snf5-related 1
	Snr1
	Snf5-related 1
	SMARCB1
	SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily b, member 1
	13
	-0.08
	5.06E-06

	GB18405-RA
	similar to CG10375-PA
	CG10375
	CG10375 gene product from transcript CG10375-RA
	DNAJC8
	DnaJ (Hsp40) homolog, subfamily C, member 8
	10
	0.07
	5.09E-06

	GB15226-RA
	similar to Vacuolar ATP synthase subunit D 1 (V-ATPase D subunit 1) (Vacuolar proton pump D subunit 1) (dV-ATPase D)
	Vha36
	CG8186 gene product from transcript CG8186-RA
	ATP6V1D
	ATPase, H+ transporting, lysosomal 34kDa, V1 subunit D
	6
	-0.17
	5.12E-06

	GB18517-RA
	frizzled
	fz
	frizzled
	FZD7
	frizzled homolog 7 (Drosophila)
	8
	-0.09
	5.13E-06

	GB16638-RA
	similar to rhomboid-4 CG1697-PB, isoform B
	rho-4
	rhomboid-4
	RHBDL3
	rhomboid, veinlet-like 3 (Drosophila)
	7
	-0.21
	5.16E-06

	GB15743-RA
	CCR4-NOT transcription complex subunit 10 homolog
	CG18616
	CG18616 gene product from transcript CG18616-RA
	CNOT10
	CCR4-NOT transcription complex, subunit 10
	10
	-0.29
	5.25E-06

	GB17769-RA
	similar to Protein C18orf8 (Colon cancer-associated protein Mic1) (Mic-1)
	CG8270
	CG8270 gene product from transcript CG8270-RA
	C18orf8
	chromosome 18 open reading frame 8
	33
	-1.20
	5.41E-06

	GB11228-RA
	similar to H3 histone, family 3B
	His3.3A
	Histone H3.3A
	H3F3B
	H3 histone, family 3B (H3.3B)
	9
	-0.14
	5.42E-06

	GB16829-RA
	UDP-glucose-glycoprotein glucosyltransferase
	Ugt
	UDP-glucose-glycoprotein glucosyltransferase
	UGGT1
	UDP-glucose glycoprotein glucosyltransferase 1
	41
	-2.74
	5.42E-06

	GB13424-RA
	ribonucleoside diphosphate reductase small subunit
	RnrS
	Ribonucleoside diphosphate reductase small subunit
	RRM2
	ribonucleotide reductase M2
	7
	-0.43
	5.60E-06

	GB12341-RA
	puff-specific protein Bx42
	Bx42
	CG8264 gene product from transcript CG8264-RA
	SNW1
	SNW domain containing 1
	11
	-0.97
	5.62E-06

	GB17999-RA
	similar to mortality factor 4 like 1
	MRG15
	CG6363 gene product from transcript CG6363-RA
	MORF4L1
	mortality factor 4 like 1
	15
	-0.19
	5.66E-06

	GB15727-RA
	similar to Serine/threonine-protein phosphatase 4 regulatory subunit 1-like
	
	
	PPP4R1
	protein phosphatase 4, regulatory subunit 1
	10
	0.59
	5.66E-06

	GB15448-RA
	armadillo repeat-containing protein 6 homolog
	CG5721
	CG5721 gene product from transcript CG5721-RA
	ARMC6
	armadillo repeat containing 6
	8
	-0.11
	5.82E-06

	GB15977-RA
	uridine-cytidine kinase-like protein
	CG6364
	CG6364 gene product from transcript CG6364-RB
	UCK2
	uridine-cytidine kinase 2
	9
	-0.94
	5.84E-06

	GB16748-RA
	dynein light intermediate chain
	Dlic2
	
	DYNC1LI2
	dynein, cytoplasmic 1, light intermediate chain 2
	10
	-0.19
	5.90E-06

	GB15827-RA
	similar to lethal (2) 01424 CG3845-PB, isoform B
	NAT1
	CG3845 gene product from transcript CG3845-RA
	EIF4G2
	eukaryotic translation initiation factor 4 gamma, 2
	54
	-0.96
	5.96E-06

	GB11530-RA
	similar to ubiquitin-conjugating enzyme E2, J1
	CG5823
	CG5823 gene product from transcript CG5823-RA
	UBE2J1
	ubiquitin-conjugating enzyme E2, J1 (UBC6 homolog, yeast)
	8
	-0.21
	5.98E-06

	GB15769-RA
	similar to CG33214-PA
	CG33214
	CG33214 gene product from transcript CG33214-RA
	GLG1
	golgi glycoprotein 1
	22
	-1.67
	6.06E-06

	GB10936-RA
	similar to CG7757-PA, isoform A
	CG7757
	CG7757 gene product from transcript CG7757-RA
	PRPF3
	PRP3 pre-mRNA processing factor 3 homolog (S. cerevisiae)
	19
	-2.51
	6.07E-06

	GB15884-RA
	tyrosine-protein kinase transmembrane receptor Ror
	Ror
	CG4926 gene product from transcript CG4926-RA
	ROR1
	receptor tyrosine kinase-like orphan receptor 1
	24
	-1.09
	6.25E-06

	GB16276-RA
	small ribonucleoprotein particle protein B
	SmB
	Small ribonucleoprotein particle protein B
	SNRPN
	small nuclear ribonucleoprotein polypeptide N
	9
	-0.23
	6.33E-06

	GB15978-RA
	similar to sorting nexin family member 30
	
	
	SNX30
	sorting nexin family member 30
	16
	-2.17
	6.48E-06

	GB30598-RA
	
	Gas8
	Growth arrest specific protein 8
	GAS8
	growth arrest-specific 8
	7
	-0.36
	6.50E-06

	GB13124-RA
	sterile20-like kinase-like protein
	slik
	Sterile20-like kinase
	SLK
	STE20-like kinase
	23
	0.89
	6.58E-06

	GB11074-RA
	centrosomal protein 78
	CG7886
	CG7886 gene product from transcript CG7886-RA
	
	
	7
	-0.24
	6.66E-06

	GB12987-RA
	
	east
	enhanced adult sensory threshold
	
	
	15
	-0.08
	6.71E-06

	GB18254-RA
	similar to Cad87A CG6977-PA
	Cad87A
	CG6977 gene product from transcript CG6977-RA
	110835704
	
	16
	-2.94
	6.76E-06

	GB12466-RA
	conserved oligomeric Golgi complex subunit 8
	CG6488
	CG6488 gene product from transcript CG6488-RA
	21166361
	
	11
	-0.08
	6.92E-06

	GB11989-RA
	mediator of RNA polymerase II transcription subunit 26
	MED26
	Mediator complex subunit 26
	
	
	30
	-0.07
	6.92E-06

	GB15822-RA
	similar to CG31195-PA
	CG31195
	CG31195 gene product from transcript CG31195-RB
	
	
	15
	-0.41
	6.98E-06

	GB13464-RA
	rho GTPase-activating protein 93B ortholog
	RhoGAP
93B
	CG3421 gene product from transcript CG3421-RA
	ARHGAP
39
	Rho GTPase activating protein 39
	35
	-2.00
	7.00E-06

	GB10073-RA
	Ef1alpha-like factor
	Elf
	Ef1alpha-like factor
	4504167
	
	21
	-1.06
	7.09E-06

	GB15553-RA
	female sterile (1) K10 ortholog
	
	
	
	
	27
	0.08
	7.22E-06

	GB13475-RA
	centaurin beta 1A
	cenB1A
	centaurin beta 1A
	40254842
	
	13
	-3.41
	7.26E-06

	GB20120-RA
	similar to ACXD CG5712-PA
	ACXD
	CG5712 gene product from transcript CG5712-RA
	ADCY7
	adenylate cyclase 7
	20
	-0.27
	7.29E-06

	GB18818-RA
	similar to Tace CG7908-PA, isoform A
	Tace
	CG7908 gene product from transcript CG7908-RB
	ADAM17
	ADAM metallopeptidase domain 17
	22
	-0.11
	7.56E-06

	GB15443-RA
	similar to Ribosomal protein S10b CG14206-PC, isoform C
	RpS10b
	Ribosomal protein S10b
	RPS10
	ribosomal protein S10
	8
	-0.06
	7.68E-06

	GB10258-RA
	epsilon subunit of coatomer protein complex
	epsilon
COP
	CG9543 gene product from transcript CG9543-RA
	COPE
	coatomer protein complex, subunit epsilon
	8
	-0.29
	7.69E-06

	GB17640-RA
	pipsqueak
	psq
	pipsqueak
	
	
	8
	0.48
	7.83E-06

	GB19258-RA
	similar to Brahma associated protein 170kD CG3274-PA
	Bap170
	Brahma associated protein 170kD
	ARID2
	AT rich interactive domain 2 (ARID, RFX-like)
	43
	0.58
	7.95E-06

	GB12444-RA
	
	CG32580
	
	
	
	11
	0.05
	8.02E-06

	GB16649-RA
	Rox8 protein
	Rox8
	CG5422 gene product from transcript CG5422-RD
	TIAL1
	TIA1 cytotoxic granule-associated RNA binding protein-like 1
	8
	-0.05
	8.05E-06

	GB14052-RA
	transmembrane protein nessy
	nes
	nessy
	LPCAT3
	lysophosphatidylcholine acyltransferase 3
	6
	-3.47
	8.19E-06

	GB19909-RA
	similar to sec10 CG6159-PA
	sec10
	CG6159 gene product from transcript CG6159-RA
	EXOC5
	exocyst complex component 5
	12
	-0.14
	8.38E-06

	GB15356-RA
	JNK-interacting protein 3
	syd
	sunday driver
	SPAG9
	sperm associated antigen 9
	50
	-1.16
	8.45E-06

	GB10949-RA
	Upf3 regulator of nonsense transcripts
	Upf3
	CG11184 gene product from transcript CG11184-RB
	UPF3B
	UPF3 regulator of nonsense transcripts homolog B (yeast)
	17
	-0.32
	8.47E-06

	GB17057-RA
	similar to CG18547-PA
	CG3397
	CG3397 gene product from transcript CG3397-RA
	
	
	5
	2.54
	9.08E-06

	GB15503-RA
	ribosomal protein L4
	RpL4
	Ribosomal protein L4
	RPL4
	ribosomal protein L4
	20
	-0.15
	9.13E-06

	GB19282-RA
	similar to CG4281-PA
	CG4281
	CG4281 gene product from transcript CG4281-RA
	C14orf118
	chromosome 14 open reading frame 118
	20
	-0.12
	9.63E-06

	GB10574-RA
	ephexin
	Exn
	Ephexin
	21361487
	
	12
	7.57
	9.63E-06

	GB17453-RA
	similar to dalao CG7055-PA
	dalao
	CG7055 gene product from transcript CG7055-RA
	SMARCE1
	SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily e, member 1
	19
	-0.09
	9.89E-06

	GB19198-RA
	similar to CG15760-PA
	CG15760
	CG15760 gene product from transcript CG15760-RA
	
	
	19
	-0.11
	1.05E-05

	GB12493-RA
	SLY-1 homologous
	Slh
	SLY-1 homologous
	SCFD1
	sec1 family domain containing 1
	13
	-0.20
	1.09E-05

	GB18855-RA
	iduronate-2-sulfatase
	CG12014
	CG12014 gene product from transcript CG12014-RA
	IDS
	iduronate 2-sulfatase
	8
	-0.24
	1.13E-05

	GB16898-RA
	similar to CG1486-PA, isoform A
	CG1486
	CG1486 gene product from transcript CG1486-RA
	39930345
	
	30
	-1.49
	1.13E-05

	GB17756-RA
	similar to transcription factor-like 4
	bigmax
	CG3350 gene product from transcript CG3350-RA
	MLX
	MAX-like protein X
	11
	-0.10
	1.13E-05

	GB30138-RC
	
	dlg1
	discs large 1
	DLG2
	discs, large homolog 2 (Drosophila)
	11
	5.25
	1.13E-05

	GB30138-RD
	
	dlg1
	discs large 1
	DLG2
	discs, large homolog 2 (Drosophila)
	11
	5.25
	1.13E-05

	GB30138-RA
	
	dlg1
	discs large 1
	DLG2
	discs, large homolog 2 (Drosophila)
	11
	5.25
	1.13E-05

	GB30138-RB
	
	dlg1
	discs large 1
	DLG2
	discs, large homolog 2 (Drosophila)
	11
	5.25
	1.13E-05

	GB19015-RA
	similar to CG11033-PA
	CG11033
	CG11033 gene product from transcript CG11033-RB
	KDM2A
	lysine (K)-specific demethylase 2A
	24
	-0.49
	1.15E-05

	GB16144-RA
	similar to H23L24.5
	
	
	
	
	34
	-0.87
	1.15E-05

	GB19178-RA
	similar to Ran GTPase-activating protein 1
	RanGap
	Ran GTPase activating protein
	RANGAP1
	Ran GTPase activating protein 1
	9
	0.08
	1.15E-05

	GB19826-RA
	similar to CG6718-PB, isoform B
	CG6718
	
	PLA2G6
	phospholipase A2, group VI (cytosolic, calcium-independent)
	18
	-0.13
	1.17E-05

	GB17583-RA
	transportin-serine/arginine rich
	Trn-SR
	Transportin-Serine/Arginine rich
	TNPO3
	transportin 3
	21
	-0.49
	1.17E-05

	GB15846-RA
	rapsynoid
	raps
	rapsynoid
	31543053
	
	21
	-0.06
	1.19E-05

	GB11587-RA
	26S proteasome non-ATPase regulatory subunit 2
	Rpn1
	CG7762 gene product from transcript CG7762-RA
	PSMD2
	proteasome (prosome, macropain) 26S subunit, non-ATPase, 2
	16
	-2.52
	1.19E-05

	GB14371-RA
	sphingomyelin synthase-related 1
	SMSr
	CG32380 gene product from transcript CG32380-RA
	SAMD8
	sterile alpha motif domain containing 8
	15
	-0.13
	1.20E-05

	GB19196-RA
	similar to scaf6 CG33522-PA, isoform A
	scaf6
	CG33522 gene product from transcript CG33522-RA
	CHERP
	calcium homeostasis endoplasmic reticulum protein
	34
	-0.71
	1.20E-05

	GB11051-RA
	hypothetical protein LOC726437
	CG5359
	CG5359 gene product from transcript CG5359-RA
	TCTEX1D
2
	Tctex1 domain containing 2
	8
	-0.11
	1.21E-05

	GB17088-RA
	mitochondrial ribosomal protein S30
	mRpS30
	mitochondrial ribosomal protein S30
	MRPS30
	mitochondrial ribosomal protein S30
	13
	-1.40
	1.21E-05

	GB15065-RA
	similar to nuclear RNA export factor 2
	sbr
	small bristles
	NXF2
	nuclear RNA export factor 2
	7
	0.75
	1.22E-05

	GB13239-RA
	similar to RNA-binding protein 2 CG4429-PA, isoform A
	Rbp2
	RNA-binding protein 2
	EIF4H
	eukaryotic translation initiation factor 4H
	10
	-0.14
	1.22E-05

	GB13341-RA
	THO complex subunit 6
	thoc6
	CG5632 gene product from transcript CG5632-RA
	THOC6
	THO complex 6 homolog (Drosophila)
	9
	-0.10
	1.25E-05

	GB18168-RA
	similar to Protein suppressor of forked
	su(f)
	suppressor of forked
	CSTF3
	cleavage stimulation factor, 3' pre-RNA, subunit 3, 77kDa
	23
	-1.12
	1.26E-05

	GB17945-RA
	homeobox protein cut
	ct
	cut
	CUX1
	cut-like homeobox 1
	25
	0.95
	1.28E-05

	GB10503-RA
	myosin light chain cytoplasmic
	Mlc-c
	Myosin light chain cytoplasmic
	MYL6B
	myosin, light chain 6B, alkali, smooth muscle and non-muscle
	8
	-0.13
	1.29E-05

	GB19026-RA
	similar to small bristles CG1664-PA
	sbr
	small bristles
	NXF1
	nuclear RNA export factor 1
	28
	-2.06
	1.29E-05

	GB13482-RA
	jumonji, AT rich interactive domain 2
	CG3654
	
	JARID2
	jumonji, AT rich interactive domain 2
	21
	-0.39
	1.31E-05

	GB15532-RA
	similar to CG9322-PA
	CG34383
	CG34383 gene product from transcript CG34383-RE
	
	
	7
	-3.22
	1.33E-05

	GB13657-RA
	similar to ubiquitin specific protease 34
	CG5794
	CG5794 gene product from transcript CG5794-RB
	USP34
	ubiquitin specific peptidase 34
	80
	-1.24
	1.33E-05

	GB14118-RA
	serine/threonine-protein phosphatase 4 regulatory subunit 3
	flfl
	falafel
	SMEK1
	SMEK homolog 1, suppressor of mek1 (Dictyostelium)
	23
	-0.14
	1.35E-05

	GB14650-RA
	similar to CG18317-PA
	CG18317
	CG18317 gene product from transcript CG18317-RA
	SLC25A36
	solute carrier family 25, member 36
	16
	-8.42
	1.36E-05

	GB16463-RA
	
	CG7447
	CG7447 gene product from transcript CG7447-RA
	FBLN5
	fibulin 5
	12
	-4.63
	1.36E-05

	GB10514-RA
	similar to Tubulin alpha-1 chain
	alphaTub
84B
	alpha-Tubulin at 84B
	TUBA3D
	tubulin, alpha 3d
	25
	-0.30
	1.36E-05

	GB17928-RA
	similar to potassium channel tetramerisation domain containing 9
	CG14647
	CG14647 gene product from transcript CG14647-RB
	KCTD9
	potassium channel tetramerisation domain containing 9
	14
	-0.11
	1.37E-05

	GB18356-RA
	similar to zinc finger CCCH-type containing 10
	
	
	ZC3H10
	zinc finger CCCH-type containing 10
	14
	-0.13
	1.38E-05

	GB16513-RA
	similar to RecQ protein-like 5
	RecQ5
	homolog of RecQ
	RECQL5
	RecQ protein-like 5
	14
	-0.51
	1.39E-05

	GB17703-RA
	lethal with a checkpoint kinase
	lack
	lethal with a checkpoint kinase
	SMURF2
	SMAD specific E3 ubiquitin protein ligase 2
	32
	-0.47
	1.42E-05

	GB17228-RA
	similar to CG11399-PB
	CG11399
	CG11399 gene product from transcript CG11399-RB
	PCIF1
	PDX1 C-terminal inhibiting factor 1
	27
	-0.12
	1.49E-05

	GB11968-RA
	
	l(1)G0222
	lethal (1) G0222
	ANKLE2
	ankyrin repeat and LEM domain containing 2
	11
	-0.09
	1.50E-05

	GB14958-RA
	selenide, water dikinase
	SelD
	Selenide,water dikinase
	SEPHS1
	selenophosphate synthetase 1
	15
	-0.12
	1.50E-05

	GB16538-RA
	similar to Erbb2 interacting protein isoform 2
	Lap1
	CG10255 gene product from transcript CG10255-RA
	LRRC7
	leucine rich repeat containing 7
	24
	-0.58
	1.50E-05

	GB11237-RA
	
	Su(var)3-9
	Suppressor of variegation 3-9
	EIF2S3
	eukaryotic translation initiation factor 2, subunit 3 gamma, 52kDa
	35
	0.34
	1.50E-05

	GB10680-RA
	similar to CG10483-PA
	CG10483
	CG10483 gene product from transcript CG10483-RA
	XPR1
	xenotropic and polytropic retrovirus receptor 1
	14
	-0.13
	1.52E-05

	GB13522-RA
	mitogen-activated protein kinase kinase kinase kinase 9
	slpr
	slipper
	MAP3K9
	mitogen-activated protein kinase kinase kinase 9
	32
	0.17
	1.52E-05

	GB15137-RA
	U1 small nuclear ribonucleoprotein 70 kDa
	snRNP70K
	small nuclear ribonucleoprotein 70K
	SNRNP70
	small nuclear ribonucleoprotein 70kDa (U1)
	24
	-2.35
	1.54E-05

	GB14907-RA
	similar to vasa intronic gene CG4170-PA, isoform A
	vig
	vasa intronic gene
	SERBP1
	SERPINE1 mRNA binding protein 1
	15
	-0.16
	1.56E-05

	GB16595-RA
	mitochondrial ribosomal protein S16
	mRpS16
	mitochondrial ribosomal protein S16
	MRPS16
	mitochondrial ribosomal protein S16
	7
	-0.28
	1.58E-05

	GB13206-RA
	similar to CG9799-PA
	CG9799
	CG9799 gene product from transcript CG9799-RA
	WDR36
	WD repeat domain 36
	12
	-0.28
	1.59E-05

	GB12582-RA
	vacuolar protein sorting-associated protein 54
	scat
	scattered
	VPS54
	vacuolar protein sorting 54 homolog (S. cerevisiae)
	20
	0.17
	1.62E-05

	GB13436-RA
	mitochondrial ribosomal protein L16
	mRpL16
	mitochondrial ribosomal protein L16
	MRPL16
	mitochondrial ribosomal protein L16
	11
	-0.24
	1.62E-05

	GB12739-RA
	similar to CG10225-PA
	CG10225
	CG10225 gene product from transcript CG10225-RA
	RANBP3
	RAN binding protein 3
	13
	-0.12
	1.65E-05

	GB14441-RA
	phosphatase and tensin-like
	Pten
	CG5671 gene product from transcript CG5671-RB
	PTEN
	phosphatase and tensin homolog
	21
	-1.33
	1.65E-05

	GB13001-RA
	sprouty-related protein with EVH-1 domain
	Spred
	Sprouty-related protein with EVH-1 domain
	SPRED1
	sprouty-related, EVH1 domain containing 1
	18
	-0.07
	1.67E-05

	GB14829-RA
	similar to family with sequence similarity 76, member A
	CG4452
	CG4452 gene product from transcript CG4452-RA
	FAM76B
	family with sequence similarity 76, member B
	17
	0.57
	1.67E-05

	GB14423-RA
	similar to CG8578-PA
	CG8578
	CG8578 gene product from transcript CG8578-RA
	LRRFIP2
	leucine rich repeat (in FLII) interacting protein 2
	22
	2.55
	1.72E-05

	GB14988-RA
	
	
	
	
	
	18
	-0.08
	1.72E-05

	GB13953-RA
	
	CG8326
	CG8326 gene product from transcript CG8326-RA
	
	
	8
	-2.40
	1.74E-05

	GB12881-RA
	similar to CG5591-PA
	CG5591
	CG5591 gene product from transcript CG5591-RA
	MLL3
	myeloid/lymphoid or mixed-lineage leukemia 3
	93
	-0.40
	1.79E-05

	GB30541-RB
	
	CG5591
	CG5591 gene product from transcript CG5591-RA
	MLL3
	myeloid/lymphoid or mixed-lineage leukemia 3
	93
	-0.40
	1.79E-05

	GB19722-RA
	similar to G protein beta subunit-like
	CG3004
	CG3004 gene product from transcript CG3004-RA
	MLST8
	MTOR associated protein, LST8 homolog (S. cerevisiae)
	18
	-2.51
	1.80E-05

	GB19521-RA
	
	CG7987
	CG7987 gene product from transcript CG7987-RA
	ZNF250
	zinc finger protein 250
	43
	-0.77
	1.85E-05

	GB16439-RA
	similar to CG17912-PA
	CG17912
	CG17912 gene product from transcript CG17912-RB
	ZNF207
	zinc finger protein 207
	14
	-3.03
	1.85E-05

	GB10119-RA
	similar to RasGEF domain family, member 1B isoform 2
	CG7369
	CG7369 gene product from transcript CG7369-RA
	RASGEF
1B
	RasGEF domain family, member 1B
	13
	6.95
	1.90E-05

	GB19204-RA
	myosin 22
	CG15831
	CG15831 gene product from transcript CG15831-RB
	MYO10
	myosin X
	12
	-1.28
	1.92E-05

	GB16255-RA
	syntaxin 17
	Syx17
	Syntaxin 17
	STX17
	syntaxin 17
	6
	-0.21
	1.92E-05

	GB11084-RA
	similar to CG6379-PA
	CG6379
	CG6379 gene product from transcript CG6379-RA
	FTSJD2
	FtsJ methyltransferase domain containing 2
	16
	-0.62
	1.94E-05

	GB19878-RA
	similar to Rpt3 CG16916-PA
	Rpt3
	CG16916 gene product from transcript CG16916-RA
	PSMC4
	proteasome (prosome, macropain) 26S subunit, ATPase, 4
	15
	-0.19
	1.95E-05

	GB12150-RA
	neural Wiskott-Aldrich syndrome protein
	WASp
	CG1520 gene product from transcript CG1520-RA
	WAS
	Wiskott-Aldrich syndrome (eczema-thrombocytopenia)
	19
	-0.11
	1.97E-05

	GB11078-RA
	similar to HEAT-like repeat-containing protein
	
	
	PPP4R4
	protein phosphatase 4, regulatory subunit 4
	19
	-0.55
	1.98E-05

	GB18826-RA
	similar to CG4849-PA
	CG4849
	CG4849 gene product from transcript CG4849-RA
	EFTUD2
	elongation factor Tu GTP binding domain containing 2
	8
	-0.09
	1.98E-05

	GB14199-RA
	similar to C32D5.6
	
	
	TTC39A
	tetratricopeptide repeat domain 39A
	21
	-2.23
	1.98E-05

	GB14256-RA
	pre-mRNA-splicing factor Syf2
	CG12343
	CG12343 gene product from transcript CG12343-RA
	SYF2
	SYF2 homolog, RNA splicing factor (S. cerevisiae)
	19
	-0.99
	2.00E-05

	GB10346-RA
	similar to Amyotrophic lateral sclerosis 2 chromosome region candidate gene 19 protein (Partitioning-defective 3-like protein) (PAR3-L protein) (PAR3-beta)
	baz
	bazooka
	PARD3
	par-3 partitioning defective 3 homolog (C. elegans)
	27
	-0.06
	2.00E-05

	GB15858-RA
	transcriptional corepressor Sin3a
	Sin3A
	CG8815 gene product from transcript CG8815-RC
	SIN3A
	SIN3 homolog A, transcription regulator (yeast)
	23
	-3.02
	2.00E-05

	GB12764-RB
	elongin A
	EloA
	Elongin A
	TCEB3
	transcription elongation factor B (SIII), polypeptide 3 (110kDa, elongin A)
	14
	-0.20
	2.00E-05

	GB12764-RA
	elongin A
	EloA
	Elongin A
	TCEB3
	transcription elongation factor B (SIII), polypeptide 3 (110kDa, elongin A)
	14
	-0.20
	2.00E-05

	GB30032-RA
	
	slik
	Sterile20-like kinase
	SLK
	STE20-like kinase
	22
	0.97
	2.00E-05

	GB12188-RA
	nervous wreck
	nwk
	nervous wreck
	7662296
	
	23
	-2.39
	2.08E-05

	GB13806-RA
	similar to CG5447-PA
	CG5447
	CG5447 gene product from transcript CG5447-RA
	GOLGA7
	golgin A7
	9
	-0.05
	2.09E-05

	GB19054-RA
	similar to solute carrier family 4 (anion exchanger), member 1, adaptor protein
	CG17168
	CG17168 gene product from transcript CG17168-RA
	SLC4A1AP
	solute carrier family 4 (anion exchanger), member 1, adaptor protein
	13
	0.11
	2.15E-05

	GB30237-RA
	
	CG13185
	CG13185 gene product from transcript CG13185-RB
	MDN1
	MDN1, midasin homolog (yeast)
	31
	-0.72
	2.15E-05

	GB16315-RA
	Ssl1 protein
	Ssl1
	CG11115 gene product from transcript CG11115-RA
	GTF2H2
	general transcription factor IIH, polypeptide 2, 44kDa
	9
	-0.22
	2.16E-05

	GB10970-RA
	DNA mismatch repair protein Msh6
	CG7003
	
	MSH6
	mutS homolog 6 (E. coli)
	15
	-0.35
	2.16E-05

	GB18267-RA
	similar to CG12034-PA
	CG12034
	CG12034 gene product from transcript CG12034-RA
	SMPD2
	sphingomyelin phosphodiesterase 2, neutral membrane (neutral sphingomyelinase)
	6
	0.13
	2.16E-05

	GB11047-RA
	pre-mRNA splicing factor PRP17
	CG6015
	CG6015 gene product from transcript CG6015-RA
	CDC40
	cell division cycle 40 homolog (S. cerevisiae)
	22
	-1.99
	2.17E-05

	GB15035-RA
	plexin B
	plexB
	plexin B
	PLXNA2
	plexin A2
	67
	-0.46
	2.18E-05

	GB14412-RA
	MPN domain-containing protein CG4751 ortholog
	CG4751
	CG4751 gene product from transcript CG4751-RA
	MPND
	MPN domain containing
	9
	-0.31
	2.18E-05

	GB14692-RA
	
	CG7987
	CG7987 gene product from transcript CG7987-RA
	ZNF850
	zinc finger protein 850
	15
	-0.08
	2.24E-05

	GB16901-RA
	similar to zinc finger protein 560
	CG5245
	CG5245 gene product from transcript CG5245-RA
	ZNF778
	zinc finger protein 778
	48
	-1.84
	2.24E-05

	GB12905-RA
	
	
	
	XKR4
	XK, Kell blood group complex subunit-related family, member 4
	7
	-3.40
	2.25E-05

	GB15880-RA
	similar to F-box only protein 42
	CG6758
	CG6758 gene product from transcript CG6758-RA
	FBXO42
	F-box protein 42
	9
	0.92
	2.26E-05

	GB19975-RA
	similar to ADP ribosylation factor 102F CG11027-PA
	Arf102F
	ADP ribosylation factor 102F
	ARF4
	ADP-ribosylation factor 4
	5
	-0.26
	2.28E-05

	GB10241-RA
	similar to CG3173-PA
	CG3173
	CG3173 gene product from transcript CG3173-RA
	122937317
	
	20
	-4.20
	2.36E-05

	GB19334-RA
	similar to glutamate receptor, ionotropic, N-methyl-D-aspartate 3A
	Nmdar2
	NMDA receptor 2
	GRIN3A
	glutamate receptor, ionotropic, N-methyl-D-aspartate 3A
	47
	-2.23
	2.36E-05

	GB18173-RA
	similar to no on or off transient A CG4211-PB, isoform B
	nonA
	no on or off transient A
	SFPQ
	splicing factor proline/glutamine-rich
	25
	-1.33
	2.39E-05

	GB10175-RA
	similar to Midasin (MIDAS-containing protein)
	CG13185
	CG13185 gene product from transcript CG13185-RB
	MDN1
	MDN1, midasin homolog (yeast)
	32
	-0.50
	2.42E-05

	GB17379-RA
	elongation factor G, mitochondrial
	CG4567
	CG4567 gene product from transcript CG4567-RA
	GFM1
	G elongation factor, mitochondrial 1
	13
	-1.05
	2.45E-05

	GB15485-RA
	similar to CG6227-PA
	CG6227
	CG6227 gene product from transcript CG6227-RA
	DDX46
	DEAD (Asp-Glu-Ala-Asp) box polypeptide 46
	22
	-0.19
	2.50E-05

	GB13099-RA
	similar to CG6412-PA
	CG6412
	CG6412 gene product from transcript CG6412-RA
	21361280
	
	11
	-0.15
	2.50E-05

	GB19987-RA
	similar to ninjurin A CG6449-PA, isoform A
	NijA
	Ninjurin A
	NINJ1
	ninjurin 1
	7
	-0.25
	2.50E-05

	GB19383-RA
	similar to limb and neural patterns
	CG10749
	CG10749 gene product from transcript CG10749-RA
	KIAA1715
	KIAA1715
	5
	-0.16
	2.53E-05

	GB14108-RA
	
	alphaCop
	alpha-coatomer protein
	COPA
	coatomer protein complex, subunit alpha
	31
	-0.99
	2.63E-05

	GB11242-RA
	similar to putative MAPK activating protein PM20,PM21 isoform 2
	CG31908
	CG31908 gene product from transcript CG31908-RB
	C1orf144
	chromosome 1 open reading frame 144
	18
	-0.06
	2.65E-05

	GB15359-RA
	protein phosphatase 2A at 29B-like protein
	Pp2A-29B
	Protein phosphatase 2A at 29B
	PPP2R1A
	protein phosphatase 2, regulatory subunit A, alpha
	20
	0.05
	2.65E-05

	GB18186-RA
	similar to CG6191-PA
	CG6191
	CG6191 gene product from transcript CG6191-RA
	CABLES2
	Cdk5 and Abl enzyme substrate 2
	15
	0.04
	2.68E-05

	GB18496-RA
	similar to CG9318-PA
	CG9318
	CG9318 gene product from transcript CG9318-RA
	TM9SF2
	transmembrane 9 superfamily member 2
	5
	0.21
	2.72E-05

	GB18523-RA
	
	
	
	ZNF474
	zinc finger protein 474
	5
	10.35
	2.73E-05

	GB18256-RA
	similar to RhoGAP15B CG4937-PA
	RhoGAP
15B
	CG4937 gene product from transcript CG4937-RB
	16975484
	
	20
	-0.23
	2.86E-05

	GB16446-RA
	similar to RNA-binding protein 5 (RNA-binding motif protein 5) (Putative tumor suppressor LUCA15) (G15 protein) (NY-REN-9 antigen)
	CG4887
	CG4887 gene product from transcript CG4887-RA
	RBM10
	RNA binding motif protein 10
	35
	-1.76
	2.88E-05

	GB14522-RA
	similar to CG1344-PA
	CG1344
	CG1344 gene product from transcript CG1344-RA
	41281933
	
	11
	-0.06
	2.90E-05

	GB19870-RA
	similar to four wheel drive CG7004-PA, isoform A
	fwd
	four wheel drive
	PI4KB
	phosphatidylinositol 4-kinase, catalytic, beta
	20
	-1.70
	2.92E-05

	GB15669-RA
	similar to CG17255-PA, isoform A
	CG17255
	CG17255 gene product from transcript CG17255-RA
	BAT2
	HLA-B associated transcript 2
	23
	-2.01
	2.94E-05

	GB16926-RA
	replication factor C subunit 4
	RfC40
	
	RFC2
	replication factor C (activator 1) 2, 40kDa
	14
	0.36
	2.94E-05

	GB17377-RA
	similar to CG2604-PA, isoform A
	CG2604
	CG2604 gene product from transcript CG2604-RA
	SCCPDH
	saccharopine dehydrogenase (putative)
	6
	-0.45
	2.96E-05

	GB17026-RA
	mediator of RNA polymerase II transcription subunit 1
	MED1
	Mediator complex subunit 1
	MED1
	mediator complex subunit 1
	21
	-1.11
	2.98E-05

	GB13674-RA
	signal recognition particle 19 kDa protein
	Srp19
	Signal recognition particle protein 19
	SRP19
	signal recognition particle 19kDa
	5
	-2.49
	2.99E-05

	GB19741-RA
	similar to eIF2B- CG10315-PA, isoform A
	eIF2B-delta
	CG10315 gene product from transcript CG10315-RC
	41281817
	
	10
	0.08
	3.03E-05

	GB18656-RA
	similar to CG40449-PA.3
	CG40583
	CG40583 gene product from transcript CG40583-RA
	EFCAB8
	EF-hand calcium binding domain 8
	15
	1.06
	3.05E-05

	GB16366-RA
	similar to CG8924-PB, isoform B
	bab1
	bric a brac 1
	ZNF131
	zinc finger protein 131
	21
	-0.02
	3.05E-05

	GB16307-RA
	
	
	
	
	
	10
	-0.86
	3.09E-05

	GB19592-RA
	similar to CG6903-PA
	CG6903
	CG6903 gene product from transcript CG6903-RA
	HGSNAT
	heparan-alpha-glucosaminide N-acetyltransferase
	16
	-0.82
	3.16E-05

	GB14130-RA
	cyclin C
	CycC
	Cyclin C
	CCNC
	cyclin C
	10
	-0.02
	3.17E-05

	GB14076-RA
	similar to CG15523-PB, isoform B
	CG15523
	CG15523 gene product from transcript CG15523-RA
	VPS13B
	vacuolar protein sorting 13 homolog B (yeast)
	52
	-3.91
	3.19E-05

	GB19272-RA
	
	TBPH
	CG10327 gene product from transcript CG10327-RC
	TARDBP
	TAR DNA binding protein
	12
	-0.07
	3.19E-05

	GB14361-RA
	hexamerin 110
	Lsp1alpha
	Larval serum protein 1 alpha
	
	
	16
	1.69
	3.20E-05

	GB10282-RA
	adenylate kinase 2, mitochondrial
	Adk2
	Adenylate kinase-2
	AK2
	adenylate kinase 2
	8
	-1.19
	3.20E-05

	GB18673-RA
	similar to Syntaxin 5 CG4214-PA, isoform A
	Syx5
	Syntaxin 5
	STX5
	syntaxin 5
	6
	-3.59
	3.20E-05

	GB12248-RA
	similar to CG30387-PB, isoform B
	CG30387
	CG30387 gene product from transcript CG30387-RI
	KIDINS220
	kinase D-interacting substrate, 220kDa
	35
	-0.66
	3.25E-05

	GB10363-RA
	similar to lethal (1) G0289 CG2221-PA
	l(1)G0289
	lethal (1) G0289
	PLXDC2
	plexin domain containing 2
	14
	0.04
	3.27E-05

	GB30079-RA
	
	
	
	
	
	14
	0.04
	3.27E-05

	GB17459-RA
	similar to Hyaluronan mediated motility receptor (Intracellular hyaluronic acid-binding protein) (Receptor for hyaluronan-mediated motility)
	
	
	
	
	15
	-0.88
	3.30E-05

	GB13173-RA
	PAK-kinase
	Pak
	PAK-kinase
	PAK1
	p21 protein (Cdc42/Rac)-activated kinase 1
	19
	0.24
	3.30E-05

	GB12221-RA
	
	
	
	ATXN7
	ataxin 7
	10
	-0.17
	3.32E-05

	GB12125-RA
	similar to CG6465-PA
	CG6465
	CG6465 gene product from transcript CG6465-RA
	ACY1
	aminoacylase 1
	12
	-0.21
	3.32E-05

	GB11247-RA
	similar to CTCL tumor antigen L14-2
	cana
	CENP-ana
	C10orf118
	chromosome 10 open reading frame 118
	13
	-0.03
	3.32E-05

	GB14730-RA
	ribose-phosphate diphosphokinase
	CG2246
	CG2246 gene product from transcript CG2246-RA
	PRPSAP2
	phosphoribosyl pyrophosphate synthetase-associated protein 2
	14
	-0.08
	3.33E-05

	GB19514-RA
	similar to CG6345-PA
	CG6345
	CG6345 gene product from transcript CG6345-RA
	CDK5RAP1
	CDK5 regulatory subunit associated protein 1
	11
	-0.18
	3.34E-05

	GB17995-RA
	similar to CG13599-PA
	H
	Hairless
	
	
	24
	-0.16
	3.41E-05

	GB17249-RA
	archipelago
	ago
	archipelago
	FBXW7
	F-box and WD repeat domain containing 7
	19
	0.22
	3.52E-05

	GB19515-RA
	similar to CG7832-PA
	l(3)L1231
	lethal (3) L1231
	INO80D
	INO80 complex subunit D
	14
	-0.02
	3.54E-05

	GB10725-RA
	similar to jumeau CG4029-PA
	jumu
	jumeau
	FOXN1
	forkhead box N1
	5
	-4.43
	3.54E-05

	GB12827-RA
	regulatory particle non-ATPase 3
	Dox-A2
	
	PSMD3
	proteasome (prosome, macropain) 26S subunit, non-ATPase, 3
	24
	0.03
	3.62E-05

	GB13964-RA
	similar to heparanase
	
	
	HPSE
	heparanase
	9
	-0.02
	3.62E-05

	GB12673-RA
	GDP-fucose protein O-fucosyltransferase 1
	O-fut1
	O-fucosyltransferase 1
	POFUT1
	protein O-fucosyltransferase 1
	5
	-0.43
	3.69E-05

	GB14706-RA
	
	Rpd3
	CG7471 gene product from transcript CG7471-RA
	HDAC1
	histone deacetylase 1
	17
	-1.51
	3.69E-05

	GB16508-RA
	Raf kinase, effector of Ras
	phl
	pole hole
	BRAF
	v-raf murine sarcoma viral oncogene homolog B1
	29
	-0.56
	3.74E-05

	GB15398-RA
	similar to CG31374-PB, isoform B
	CG31374
	CG31374 gene product from transcript CG31374-RC
	
	
	11
	-0.13
	4.02E-05

	GB12475-RA
	eukaryotic translation initiation factor 3 subunit A
	eIF3-S10
	CG9805 gene product from transcript CG9805-RA
	EIF3A
	eukaryotic translation initiation factor 3, subunit A
	23
	-0.58
	4.06E-05

	GB15986-RA
	clathrin light chain
	Clc
	Clathrin light chain
	CLTA
	clathrin, light chain A
	6
	-0.62
	4.06E-05

	GB14233-RA
	serine protease 24
	CG8172
	CG8172 gene product from transcript CG8172-RD
	
	
	5
	2.44
	4.06E-05

	GB16465-RA
	similar to CG8888-PA
	CG8888
	CG8888 gene product from transcript CG8888-RA
	BDH1
	3-hydroxybutyrate dehydrogenase, type 1
	13
	-0.06
	4.20E-05

	GB13741-RA
	ribosomal protein S8
	RpS8
	Ribosomal protein S8
	RPS8
	ribosomal protein S8
	12
	-0.16
	4.20E-05

	GB30468-RA
	
	
	
	
	
	5
	-2.33
	4.49E-05

	GB18810-RA
	Rab GTPase activating protein 9
	CG5337
	CG5337 gene product from transcript CG5337-RA
	TBC1D16
	TBC1 domain family, member 16
	14
	-0.47
	4.49E-05

	GB16655-RA
	similar to CG2906-PB, isoform B
	CG2906
	CG2906 gene product from transcript CG2906-RD
	C1orf66
	chromosome 1 open reading frame 66
	8
	-1.16
	4.59E-05

	GB12664-RA
	
	crol
	crooked legs
	ZNF91
	zinc finger protein 91
	20
	-2.07
	4.68E-05

	GB12409-RA
	similar to CG11044-PA
	CG11044
	CG11044 gene product from transcript CG11044-RA
	
	
	13
	-0.12
	4.75E-05

	GB18366-RA
	similar to Autophagy-specific gene 7 CG5489-PA, isoform A
	Atg7
	Autophagy-specific gene 7
	ATG7
	ATG7 autophagy related 7 homolog (S. cerevisiae)
	17
	-0.22
	4.75E-05

	GB13190-RA
	MLF1-adaptor molecule
	Madm
	MLF1-adaptor molecule
	NRBP1
	nuclear receptor binding protein 1
	40
	-1.42
	4.79E-05

	GB15763-RA
	similar to fibroblast growth factor receptor substrate 2
	CG13398
	CG13398 gene product from transcript CG13398-RA
	FRS2
	fibroblast growth factor receptor substrate 2
	14
	-0.18
	4.81E-05

	GB16830-RA
	phosphatidylinositide phosphatase SAC1
	Sac1
	CG9128 gene product from transcript CG9128-RA
	41281579
	
	20
	0.23
	4.81E-05

	GB12440-RA
	similar to thread CG12284-PA, isoform A
	th
	thread
	XIAP
	X-linked inhibitor of apoptosis
	9
	-0.17
	4.81E-05

	GB19332-RA
	
	
	
	
	
	20
	-0.13
	4.91E-05

	GB15205-RA
	
	CG17883
	CG17883 gene product from transcript CG17883-RA
	TBC1D20
	TBC1 domain family, member 20
	8
	0.00
	4.92E-05

	GB11306-RA
	similar to ring finger protein 168
	
	
	RNF168
	ring finger protein 168
	25
	0.35
	4.95E-05

	GB13515-RA
	similar to caseinolytic peptidase X
	CG4538
	CG4538 gene product from transcript CG4538-RA
	CLPX
	ClpX caseinolytic peptidase X homolog (E. coli)
	16
	-0.57
	4.97E-05

	GB19512-RA
	pygopus
	pygo
	pygopus
	PYGO1
	pygopus homolog 1 (Drosophila)
	17
	-0.17
	4.97E-05

	GB15835-RA
	RNA-binding protein orb2
	orb2
	CG5735 gene product from transcript CG5735-RD
	CPEB3
	cytoplasmic polyadenylation element binding protein 3
	26
	-1.88
	5.01E-05

	GB13961-RA
	
	
	
	
	
	8
	-0.10
	5.11E-05

	GB18135-RA
	hypothetical LOC552810
	
	
	
	
	9
	-0.18
	5.24E-05

	GB11953-RA
	similar to APC-like CG1451-PA
	Apc
	APC-like
	
	
	18
	-0.26
	5.24E-05

	GB10399-RA
	hypothetical LOC552275
	
	
	
	
	18
	-0.28
	5.38E-05

	GB14168-RA
	
	Pms2
	CG8169 gene product from transcript CG8169-RA
	PMS1
	PMS1 postmeiotic segregation increased 1 (S. cerevisiae)
	11
	-0.14
	5.38E-05

	GB14167-RA
	similar to upstream transcription factor 2
	Usf
	CG17592 gene product from transcript CG17592-RB
	USF1
	upstream transcription factor 1
	10
	-0.18
	5.49E-05

	GB17653-RA
	similar to Nopp140 CG7421-PB, isoform B
	Nopp140
	CG7421 gene product from transcript CG7421-RA
	NOLC1
	nucleolar and coiled-body phosphoprotein 1
	14
	0.27
	5.50E-05

	GB19290-RA
	similar to CG6613-PA
	CG6613
	CG6613 gene product from transcript CG6613-RA
	PLEKHM3
	pleckstrin homology domain containing, family M, member 3
	16
	-0.16
	5.55E-05

	GB12547-RA
	transcription termination factor 2
	lds
	lodestar
	TTF2
	transcription termination factor, RNA polymerase II
	29
	-1.10
	5.59E-05

	GB10706-RA
	similar to 5-3 exoribonuclease 1
	pcm
	pacman
	XRN1
	5'-3' exoribonuclease 1
	28
	-3.33
	5.91E-05

	GB16171-RA
	
	
	
	
	
	16
	-0.06
	5.92E-05

	GB15224-RA
	similar to bromodomain containing 3
	fs(1)h
	female sterile (1) homeotic
	BRD3
	bromodomain containing 3
	49
	-0.28
	5.95E-05

	GB15685-RA
	RAC serine/threonine-protein kinase
	Akt1
	CG4006 gene product from transcript CG4006-RB
	AKT3
	v-akt murine thymoma viral oncogene homolog 3 (protein kinase B, gamma)
	20
	-0.10
	6.22E-05

	GB17424-RA
	flightless I
	fliI
	flightless I
	FLII
	flightless I homolog (Drosophila)
	41
	-0.38
	6.43E-05

	GB11674-RA
	similar to Grasp65 CG7809-PA
	Grasp65
	CG7809 gene product from transcript CG7809-RA
	GORASP2
	golgi reassembly stacking protein 2, 55kDa
	9
	-0.28
	6.61E-05

	GB19682-RA
	dihydroxyacetone phosphate acyltransferase
	Dhap-at
	Dihydroxyacetone phosphate acyltransferase
	GNPAT
	glyceronephosphate O-acyltransferase
	10
	-0.86
	6.70E-05

	GB13265-RA
	similar to CG14614-PA
	CG14614
	CG14614 gene product from transcript CG14614-RA
	DCAF7
	DDB1 and CUL4 associated factor 7
	14
	0.22
	6.71E-05

	GB13974-RA
	similar to CG3558-PA, isoform A
	CG3558
	CG3558 gene product from transcript CG3558-RA
	FAM160A2
	family with sequence similarity 160, member A2
	19
	-1.07
	6.82E-05

	GB14198-RA
	twister
	tst
	twister
	SKIV2L
	superkiller viralicidic activity 2-like (S. cerevisiae)
	17
	-0.30
	6.82E-05

	GB16843-RA
	protein phosphatase V
	PpV
	Protein phosphatase V
	PPP6C
	protein phosphatase 6, catalytic subunit
	11
	-0.07
	6.88E-05

	GB19155-RA
	similar to Enhancer of bithorax CG32346-PB, isoform B
	E(bx)
	Enhancer of bithorax
	BPTF
	bromodomain PHD finger transcription factor
	58
	-0.19
	6.93E-05

	GB11012-RA
	hypothetical LOC551338
	
	
	
	
	7
	-0.57
	6.93E-05

	GB17864-RA
	similar to CG7920-PA, isoform A
	CG7920
	CG7920 gene product from transcript CG7920-RA
	
	
	28
	7.14
	6.93E-05

	GB15538-RA
	
	Su(fu)
	Suppressor of fused
	SUFU
	suppressor of fused homolog (Drosophila)
	14
	-0.08
	6.97E-05

	GB14702-RA
	similar to ribosomal protein S6 kinase-like 1
	CG7156
	CG7156 gene product from transcript CG7156-RA
	RPS6KL1
	ribosomal protein S6 kinase-like 1
	10
	-3.44
	7.12E-05

	GB14326-RA
	similar to CG5018-PA
	CG5018
	CG5018 gene product from transcript CG5018-RA
	14249536
	
	14
	-0.08
	7.15E-05

	GB14991-RA
	similar to CG9047-PA, isoform A
	CG34413
	CG34413 gene product from transcript CG34413-RJ
	NKAIN3
	Na+/K+ transporting ATPase interacting 3
	12
	-0.74
	7.26E-05

	GB13577-RA
	adenosine deaminase acting on RNA
	Adar
	Adenosine deaminase acting on RNA
	ADARB1
	adenosine deaminase, RNA-specific, B1
	14
	-0.30
	7.35E-05

	GB30518-RA
	
	ZnT63C
	CG17723 gene product from transcript CG17723-RA
	SLC30A1
	solute carrier family 30 (zinc transporter), member 1
	21
	-0.19
	7.35E-05

	GB15781-RA
	similar to Minute (2) 21AB CG2674-PC, isoform C
	M(2)21AB
	Minute (2) 21AB
	MAT2A
	methionine adenosyltransferase II, alpha
	32
	-0.11
	7.40E-05

	GB11962-RA
	naked cuticle
	nkd
	naked cuticle
	NKD1
	naked cuticle homolog 1 (Drosophila)
	20
	-2.53
	7.41E-05

	GB10852-RA
	similar to Mat1 CG7614-PA
	Mat1
	CG7614 gene product from transcript CG7614-RA
	MNAT1
	menage a trois homolog 1, cyclin H assembly factor (Xenopus laevis)
	7
	-0.20
	7.49E-05

	GB15451-RA
	
	CG8414
	CG8414 gene product from transcript CG8414-RA
	NOL9
	nucleolar protein 9
	11
	-1.01
	7.52E-05

	GB11651-RA
	similar to CG6672-PA
	CG6672
	CG6672 gene product from transcript CG6672-RA
	SLC30A5
	solute carrier family 30 (zinc transporter), member 5
	9
	-0.09
	7.56E-05

	GB11091-RA
	similar to meiotic 9 CG3697-PA
	mei-9
	meiotic 9
	ERCC4
	excision repair cross-complementing rodent repair deficiency, complementation group 4
	9
	-0.19
	8.08E-05

	GB12421-RA
	
	CG31012
	CG31012 gene product from transcript CG31012-RC
	SH3KBP1
	SH3-domain kinase binding protein 1
	12
	-0.32
	8.20E-05

	GB12124-RA
	similar to CG31919-PB, isoform B
	CG31919
	CG31919 gene product from transcript CG31919-RB
	ANKRD39
	ankyrin repeat domain 39
	11
	-1.30
	8.20E-05

	GB19656-RA
	similar to CG2924-PC, isoform C
	CG2924
	CG2924 gene product from transcript CG2924-RA
	UBE2Q1
	ubiquitin-conjugating enzyme E2Q family member 1
	18
	0.17
	8.23E-05

	GB10189-RA
	similar to SAPS domain family, member 3
	CG10289
	CG10289 gene product from transcript CG10289-RA
	PPP6R2
	protein phosphatase 6, regulatory subunit 2
	23
	-0.14
	8.23E-05

	GB11415-RA
	muskelin protein
	muskelin
	CG8811 gene product from transcript CG8811-RB
	MKLN1
	muskelin 1, intracellular mediator containing kelch motifs
	17
	-0.20
	8.32E-05

	GB16896-RA
	ribose-phosphate diphosphokinase
	CG6767
	CG6767 gene product from transcript CG6767-RA
	PRPS1
	phosphoribosyl pyrophosphate synthetase 1
	29
	-0.06
	8.34E-05

	GB12981-RA
	similar to Serine/threonine-protein kinase 23 (Muscle-specific serine kinase 1) (MSSK-1)
	SRPK
	CG8174 gene product from transcript CG8174-RA
	SRPK2
	SRSF protein kinase 2
	14
	0.20
	8.38E-05

	GB12552-RA
	similar to CG32512-PA
	CG32512
	CG32512 gene product from transcript CG32512-RA
	
	
	10
	-1.21
	8.38E-05

	GB14409-RA
	similar to CG9119-PA
	CG9119
	CG9119 gene product from transcript CG9119-RA
	C11orf54
	chromosome 11 open reading frame 54
	5
	-0.17
	8.38E-05

	GB13693-RA
	similar to CG7368-PA
	CG7368
	CG7368 gene product from transcript CG7368-RB
	74136743
	
	15
	-0.07
	8.52E-05

	GB17963-RA
	similar to ring finger protein 146
	CG8786
	CG8786 gene product from transcript CG8786-RB
	RNF146
	ring finger protein 146
	16
	-0.05
	8.53E-05

	GB18520-RA
	toll like receptor 1
	Tl
	Toll
	TLR2
	toll-like receptor 2
	7
	-7.96
	8.68E-05

	GB11380-RA
	vacuolar H[+] ATPase 44kD C subunit
	Vha44
	Vacuolar H[+] ATPase 44kD C subunit
	ATP6V1C1
	ATPase, H+ transporting, lysosomal 42kDa, V1 subunit C1
	27
	-0.39
	8.70E-05

	GB30056-RA
	
	
	
	HPSE
	heparanase
	10
	-0.02
	8.83E-05

	GB17691-RA
	DNA polymerase delta catalytic subunit
	DNApol-delta
	DNA-polymerase-delta
	POLD1
	polymerase (DNA directed), delta 1, catalytic subunit 125kDa
	23
	-0.31
	9.01E-05

	GB17243-RA
	similar to cardiac lineage protein 1
	CG3508
	CG3508 gene product from transcript CG3508-RB
	HEXIM1
	hexamethylene bis-acetamide inducible 1
	16
	-0.08
	9.08E-05

	GB19572-RA
	similar to zinc finger protein 668
	CG4424
	CG4424 gene product from transcript CG4424-RA
	ZNF551
	zinc finger protein 551
	18
	0.09
	9.24E-05

	GB16808-RA
	similar to Zinc finger X-linked protein ZXDB
	MTF-1
	Metal response element-binding Transcription Factor-1
	ZXDB
	zinc finger, X-linked, duplicated B
	34
	-1.11
	9.31E-05

	GB14172-RA
	phospholipase A2 activator protein
	Plap
	Phospholipase A2 activator protein
	PLAA
	phospholipase A2-activating protein
	20
	-0.13
	9.44E-05

	GB13869-RA
	GTP-binding nuclear protein Ran
	ran
	CG1404 gene product from transcript CG1404-RB
	RAN
	RAN, member RAS oncogene family
	21
	-0.06
	9.49E-05

	GB18434-RA
	similar to CG14435-PA
	CG14435
	CG14435 gene product from transcript CG14435-RA
	ZNRF2
	zinc and ring finger 2
	9
	-0.09
	9.51E-05

	GB19950-RA
	similar to CG8435-PA
	CG8435
	CG8435 gene product from transcript CG8435-RA
	CCDC94
	coiled-coil domain containing 94
	7
	-0.24
	9.60E-05

	GB20116-RA
	similar to CG15072-PA
	CG15072
	CG15072 gene product from transcript CG15072-RB
	SIK3
	SIK family kinase 3
	30
	0.17
	9.61E-05

	GB19233-RA
	hypothetical LOC552029
	
	
	
	
	23
	-1.94
	9.68E-05

	GB19739-RA
	similar to CG4080-PA
	CG4080
	CG4080 gene product from transcript CG4080-RA
	36951
	membrane-associated ring finger (C3HC4) 1
	25
	-0.06
	9.77E-05

	GB14297-RA
	similar to Mediator complex subunit 14 CG12031-PA, isoform A
	MED14
	Mediator complex subunit 14
	MED14
	mediator complex subunit 14
	6
	-0.19
	9.77E-05

	GB14374-RA
	similar to R119.5
	
	
	24308386
	
	15
	-0.08
	9.84E-05

	GB30358-RA
	
	IP3K2
	Inositol 1,4,5-triphosphate kinase 2
	ITPKB
	inositol 1,4,5-trisphosphate 3-kinase B
	13
	0.08
	9.89E-05

	GB19955-RA
	similar to CG8445-PA, isoform A
	CG8445
	CG8445 gene product from transcript CG8445-RA
	BAP1
	BRCA1 associated protein-1 (ubiquitin carboxy-terminal hydrolase)
	6
	-0.22
	9.90E-05

	GB19338-RA
	cryptocephal
	crc
	cryptocephal
	ATF4
	activating transcription factor 4 (tax-responsive enhancer element B67)
	10
	0.01
	9.96E-05

	GB10980-RA
	golgin-84
	Golgin84
	CG17785 gene product from transcript CG17785-RA
	GOLGA5
	golgin A5
	9
	-0.16
	1.01E-04

	GB14467-RA
	
	CG6199
	CG6199 gene product from transcript CG6199-RA
	PLOD2
	procollagen-lysine, 2-oxoglutarate 5-dioxygenase 2
	6
	9.24
	1.01E-04

	GB16033-RA
	polypeptide N-acetylgalactosaminyltransferase 35A ortholog
	Pgant35A
	Polypeptide N-acetylgalactosaminyltransferase 35A
	GALNT11
	UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 11 (GalNAc-T11)
	8
	0.09
	1.01E-04

	GB12036-RA
	diaphanous
	dia
	diaphanous
	DIAPH1
	diaphanous homolog 1 (Drosophila)
	12
	4.60
	1.01E-04

	GB12036-RC
	diaphanous
	dia
	diaphanous
	DIAPH1
	diaphanous homolog 1 (Drosophila)
	12
	4.60
	1.01E-04

	GB12264-RA
	hypothetical LOC410079
	
	
	
	
	16
	-0.06
	1.06E-04

	GB13602-RA
	similar to CG10175-PC, isoform C
	CG10175
	CG10175 gene product from transcript CG10175-RB
	CES8
	carboxylesterase 8 (putative)
	8
	-0.22
	1.06E-04

	GB12280-RA
	spastin
	spas
	spastin
	SPAST
	spastin
	36
	-0.29
	1.06E-04

	GB14814-RA
	hypothetical protein LOC725372
	CG18809
	CG18809 gene product from transcript CG18809-RA
	C19orf43
	chromosome 19 open reading frame 43
	23
	-0.04
	1.07E-04

	GB12840-RA
	similar to squid CG16901-PC, isoform C
	sqd
	squid
	HNRNPD
	heterogeneous nuclear ribonucleoprotein D (AU-rich element RNA binding protein 1, 37kDa)
	10
	-0.05
	1.08E-04

	GB18977-RA
	similar to transmembrane channel-like 7
	CG3280
	CG3280 gene product from transcript CG3280-RB
	TMC7
	transmembrane channel-like 7
	22
	0.01
	1.08E-04

	GB15404-RA
	
	
	
	
	
	8
	-0.40
	1.09E-04

	GB15204-RA
	phosphatidylserine receptor
	PSR
	phosphatidylserine receptor
	JMJD6
	jumonji domain containing 6
	19
	-0.19
	1.09E-04

	GB15470-RA
	zinc finger protein 330 homolog
	Noa36
	CG10009 gene product from transcript CG10009-RA
	ZNF330
	zinc finger protein 330
	10
	-0.09
	1.12E-04

	GB18790-RA
	similar to mitogen-activated protein kinase organizer 1
	CG4935
	CG4935 gene product from transcript CG4935-RA
	WDR83
	WD repeat domain 83
	6
	-0.11
	1.13E-04

	GB18505-RA
	similar to Tetraspanin 97E CG6323-PA, isoform A
	Tsp97E
	Tetraspanin 97E
	TSPAN13
	tetraspanin 13
	12
	-0.10
	1.13E-04

	GB19411-RB
	protein tyrosine phosphatase receptor
	Ptp69D
	Protein tyrosine phosphatase 69D
	PTPRA
	protein tyrosine phosphatase, receptor type, A
	20
	-1.73
	1.13E-04

	GB19411-RA
	protein tyrosine phosphatase receptor
	Ptp69D
	Protein tyrosine phosphatase 69D
	PTPRA
	protein tyrosine phosphatase, receptor type, A
	20
	-1.73
	1.13E-04

	GB13129-RA
	similar to nuclear receptor binding factor 2
	
	
	
	
	11
	-0.09
	1.14E-04

	GB12127-RA
	autophagy-specific gene 9
	Atg9
	Autophagy-specific gene 9
	ATG9B
	ATG9 autophagy related 9 homolog B (S. cerevisiae)
	33
	-2.20
	1.16E-04

	GB12704-RA
	similar to CG2698-PA
	CG2698
	CG2698 gene product from transcript CG2698-RB
	C9orf5
	chromosome 9 open reading frame 5
	5
	-0.23
	1.17E-04

	GB19525-RA
	atypical protein kinase C
	aPKC
	atypical protein kinase C
	PRKCI
	protein kinase C, iota
	27
	-0.59
	1.17E-04

	GB10770-RA
	deltex
	dx
	deltex
	DTX1
	deltex homolog 1 (Drosophila)
	14
	-0.09
	1.18E-04

	GB15304-RA
	similar to CG13349-PA, isoform A
	CG13349
	CG13349 gene product from transcript CG13349-RA
	ADRM1
	adhesion regulating molecule 1
	27
	-0.08
	1.18E-04

	GB17330-RA
	C-type lectin 5
	CG6055
	CG6055 gene product from transcript CG6055-RA
	
	
	10
	-0.31
	1.19E-04

	GB12334-RA
	similar to Zinc finger FYVE domain-containing protein 1
	CG31064
	CG31064 gene product from transcript CG31064-RB
	ZFYVE1
	zinc finger, FYVE domain containing 1
	20
	-0.18
	1.19E-04

	GB15689-RA
	UPF2 regulator of nonsense transcripts homolog
	Upf2
	CG2253 gene product from transcript CG2253-RA
	UPF2
	UPF2 regulator of nonsense transcripts homolog (yeast)
	18
	0.03
	1.19E-04

	GB12347-RA
	spliceosomal protein on the X ortholog
	Spx
	Spliceosomal protein on the X
	SF3B4
	splicing factor 3b, subunit 4, 49kDa
	7
	-1.46
	1.20E-04

	GB13569-RA
	similar to activating signal cointegrator 1 complex subunit 1
	CG12129
	CG12129 gene product from transcript CG12129-RA
	ASCC1
	activating signal cointegrator 1 complex subunit 1
	6
	-0.13
	1.21E-04

	GB13960-RA
	similar to angio-associated, migratory cell protein
	CG5114
	CG5114 gene product from transcript CG5114-RA
	AAMP
	angio-associated, migratory cell protein
	12
	-0.16
	1.22E-04

	GB13680-RA
	3-hydroxyacyl-coA-dehydrogenase 1
	scu
	scully
	HSD17B10
	hydroxysteroid (17-beta) dehydrogenase 10
	6
	0.00
	1.22E-04

	GB10550-RA
	similar to sorting nexin 4
	
	
	SNX4
	sorting nexin 4
	5
	-0.36
	1.23E-04

	GB13115-RA
	similar to CG2818-PA, isoform A
	CG2818
	CG2818 gene product from transcript CG2818-RA
	GPCPD1
	glycerophosphocholine phosphodiesterase GDE1 homolog (S. cerevisiae)
	35
	-2.23
	1.23E-04

	GB18973-RA
	similar to ariadne 2 CG5709-PA
	ari-2
	ariadne 2
	ARIH2
	ariadne homolog 2 (Drosophila)
	9
	-0.15
	1.24E-04

	GB12994-RA
	similar to CG9960-PA, isoform A
	CG9960
	CG9960 gene product from transcript CG9960-RA
	N6AMT1
	N-6 adenine-specific DNA methyltransferase 1 (putative)
	11
	-0.18
	1.27E-04

	GB14984-RA
	phosphorylated adaptor for RNA export
	Phax
	Phosphorylated adaptor for RNA export
	PHAX
	phosphorylated adaptor for RNA export
	9
	-0.12
	1.27E-04

	GB11426-RA
	activated Cdc42-associated kinase 1
	Ack
	CG14992 gene product from transcript CG14992-RA
	TNK2
	tyrosine kinase, non-receptor, 2
	17
	-0.10
	1.29E-04

	GB12756-RA
	virilizer
	vir
	virilizer
	KIAA1429
	KIAA1429
	40
	-0.77
	1.34E-04

	GB17171-RA
	
	opa
	odd paired
	ZNF367
	zinc finger protein 367
	9
	-0.09
	1.37E-04

	GB17411-RA
	septin-2
	37500
	
	40787
	septin 11
	7
	-0.16
	1.41E-04

	GB12155-RA
	Brd8 protein
	Brd8
	CG14514 gene product from transcript CG14514-RA
	BRD8
	bromodomain containing 8
	16
	-0.07
	1.41E-04

	GB11061-RA
	similar to CG31133-PA
	CG31133
	CG31133 gene product from transcript CG31133-RA
	SARS2
	seryl-tRNA synthetase 2, mitochondrial
	19
	-0.20
	1.42E-04

	GB19588-RA
	similar to CstF-50 CG2261-PA, isoform A
	CstF-50
	CG2261 gene product from transcript CG2261-RA
	CSTF1
	cleavage stimulation factor, 3' pre-RNA, subunit 1, 50kDa
	11
	-0.26
	1.42E-04

	GB10388-RA
	similar to CG30372-PB
	CG30372
	CG30372 gene product from transcript CG30372-RC
	ASAP2
	ArfGAP with SH3 domain, ankyrin repeat and PH domain 2
	20
	0.06
	1.42E-04

	GB10182-RA
	similar to no mitochondrial derivative CG5395-PA
	nmd
	no mitochondrial derivative
	ATAD1
	ATPase family, AAA domain containing 1
	16
	0.05
	1.44E-04

	GB15972-RA
	neurospecific receptor kinase
	Nrk
	Neurospecific receptor kinase
	MUSK
	muscle, skeletal, receptor tyrosine kinase
	11
	-0.21
	1.52E-04

	GB11145-RA
	similar to CG12091-PA
	CG12091
	CG12091 gene product from transcript CG12091-RA
	PPTC7
	PTC7 protein phosphatase homolog (S. cerevisiae)
	11
	-0.07
	1.52E-04

	GB10857-RA
	mitochondrial ribosomal protein L40
	mRpL40
	mitochondrial ribosomal protein L40
	
	
	8
	-0.13
	1.53E-04

	GB14525-RA
	crumbs
	crb
	crumbs
	CRB2
	crumbs homolog 2 (Drosophila)
	30
	0.72
	1.54E-04

	GB14863-RA
	serine/threonine-protein phosphatase PP2A
	mts
	microtubule star
	PPP2CA
	protein phosphatase 2, catalytic subunit, alpha isozyme
	11
	-0.09
	1.54E-04

	GB11749-RA
	calcium-binding mitochondrial carrier protein Aralar1
	aralar1
	CG2139 gene product from transcript CG2139-RC
	SLC25A13
	solute carrier family 25, member 13 (citrin)
	10
	-0.46
	1.54E-04

	GB13176-RA
	protein max
	Max
	CG9648 gene product from transcript CG9648-RA
	MAX
	MYC associated factor X
	7
	0.00
	1.55E-04

	GB12746-RA
	similar to DNA-directed RNA polymerase II largest subunit
	
	
	
	
	29
	-0.41
	1.56E-04

	GB18689-RA
	similar to myotubularin-related protein 3 isoform c
	CG3632
	CG3632 gene product from transcript CG3632-RG
	MTMR3
	myotubularin related protein 3
	30
	0.52
	1.59E-04

	GB10836-RA
	heat shock protein 70Cb ortholog
	Hsc70Cb
	CG6603 gene product from transcript CG6603-RA
	HSPA4L
	heat shock 70kDa protein 4-like
	41
	-0.20
	1.59E-04

	GB19543-RA
	hypothetical protein LOC725080
	
	
	
	
	5
	-2.01
	1.59E-04

	GB10932-RA
	similar to RIKEN cDNA 2810457I06
	CG13604
	CG13604 gene product from transcript CG13604-RA
	UBASH3B
	ubiquitin associated and SH3 domain containing B
	11
	0.09
	1.61E-04

	GB10935-RA
	similar to CG11802-PA
	CG11802
	CG11802 gene product from transcript CG11802-RA
	LOH12CR
1
	loss of heterozygosity, 12, chromosomal region 1
	10
	-0.07
	1.61E-04

	GB10154-RA
	similar to tumor suppressing subtransferable candidate 1
	CG10646
	CG10646 gene product from transcript CG10646-RA
	TSSC1
	tumor suppressing subtransferable candidate 1
	11
	-0.22
	1.61E-04

	GB16082-RA
	similar to metalloprotease 1
	CG3107
	CG3107 gene product from transcript CG3107-RA
	PITRM1
	pitrilysin metallopeptidase 1
	8
	-0.01
	1.61E-04

	GB15860-RA
	peroxidasin
	Pxn
	Peroxidasin
	PXDN
	peroxidasin homolog (Drosophila)
	10
	-4.38
	1.63E-04

	GB11590-RA
	START domain containing 7
	CG6565
	CG6565 gene product from transcript CG6565-RA
	STARD7
	StAR-related lipid transfer (START) domain containing 7
	21
	-1.10
	1.63E-04

	GB12105-RA
	similar to membrane-bound transcription factor protease, site 1
	S1P
	CG7169 gene product from transcript CG7169-RA
	MBTPS1
	membrane-bound transcription factor peptidase, site 1
	33
	0.39
	1.63E-04

	GB30314-RA
	
	Pvr
	PDGF- and VEGF-receptor related
	FLT1
	fms-related tyrosine kinase 1 (vascular endothelial growth factor/vascular permeability factor receptor)
	8
	7.26
	1.65E-04

	GB30314-RB
	
	Pvr
	PDGF- and VEGF-receptor related
	FLT1
	fms-related tyrosine kinase 1 (vascular endothelial growth factor/vascular permeability factor receptor)
	8
	7.26
	1.65E-04

	GB16108-RA
	similar to CG31187-PA
	CG34384
	CG34384 gene product from transcript CG34384-RA
	DGKH
	diacylglycerol kinase, eta
	20
	-1.07
	1.68E-04

	GB16831-RA
	similar to WD and tetratricopeptide repeats 1
	adp
	adipose
	WDTC1
	WD and tetratricopeptide repeats 1
	22
	-0.57
	1.72E-04

	GB11885-RA
	AP-3 complex subunit delta
	g
	garnet
	AP3D1
	adaptor-related protein complex 3, delta 1 subunit
	16
	-0.25
	1.76E-04

	GB14769-RA
	similar to serologically defined breast cancer antigen 84
	CG7011
	CG7011 gene product from transcript CG7011-RA
	ERGIC3
	ERGIC and golgi 3
	9
	-0.20
	1.77E-04

	GB12370-RA
	similar to nuclear RNA export factor 2
	nxf2
	nuclear RNA export factor 2
	NXF2
	nuclear RNA export factor 2
	8
	0.00
	1.77E-04

	GB10874-RA
	hypothetical LOC409953
	
	
	
	
	43
	0.01
	1.77E-04

	GB17299-RA
	GalNAc-4-sulfotransferase
	CG14024
	CG14024 gene product from transcript CG14024-RA
	CHST9
	carbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 9
	9
	-0.30
	1.80E-04

	GB14853-RA
	atlastin
	atl
	atlastin
	ATL2
	atlastin GTPase 2
	14
	-3.01
	1.81E-04

	GB11132-RA
	ribosomal protein S5a
	RpS5a
	Ribosomal protein S5a
	RPS5
	ribosomal protein S5
	13
	-0.08
	1.82E-04

	GB15036-RA
	hypothetical protein LOC725630
	
	
	
	
	7
	-0.24
	1.84E-04

	GB13575-RA
	torsin-like protein
	torp4a
	CG3024 gene product from transcript CG3024-RA
	TOR1B
	torsin family 1, member B (torsin B)
	5
	-0.21
	1.84E-04

	GB17413-RA
	similar to CG3356-PA
	CG3356
	CG3356 gene product from transcript CG3356-RA
	7661856
	
	16
	0.22
	1.88E-04

	GB14543-RA
	hypothetical LOC409562
	
	
	
	
	22
	-0.95
	1.93E-04

	GB11994-RA
	
	Pkcdelta
	Protein kinase C delta
	DSTYK
	dual serine/threonine and tyrosine protein kinase
	16
	-0.12
	1.95E-04

	GB17484-RA
	TRC8 protein
	Trc8
	CG2304 gene product from transcript CG2304-RB
	RNF139
	ring finger protein 139
	10
	-0.14
	1.96E-04

	GB11285-RA
	similar to CG31739-PA
	CG31739
	CG31739 gene product from transcript CG31739-RA
	DARS2
	aspartyl-tRNA synthetase 2, mitochondrial
	10
	0.64
	2.01E-04

	GB15952-RA
	ferrochelatase, mitochondrial
	ferrochelatase
	CG2098 gene product from transcript CG2098-RC
	FECH
	ferrochelatase
	8
	-0.16
	2.03E-04

	GB16032-RA
	
	Crag
	Calmodulin-binding protein related to a Rab3 GDP/GTP exchange protein
	DENND4A
	DENN/MADD domain containing 4A
	6
	-0.13
	2.03E-04

	GB18263-RA
	similar to crooked legs CG14938-PA, isoform A
	crol
	crooked legs
	ZNF765
	zinc finger protein 765
	48
	-1.01
	2.04E-04

	GB13809-RA
	similar to chromosome fragility associated gene 1
	CG16838
	CG16838 gene product from transcript CG16838-RC
	ATAD5
	ATPase family, AAA domain containing 5
	6
	-0.01
	2.05E-04

	GB14720-RA
	
	ik2
	IkappaB kinase-like 2
	TBK1
	TANK-binding kinase 1
	9
	-0.15
	2.06E-04

	GB13461-RA
	serine/threonine-protein kinase haspin-like protein
	Haspin
	CG40080 gene product from transcript CG40080-RA
	GSG2
	germ cell associated 2 (haspin)
	17
	-0.49
	2.17E-04

	GB11376-RA
	inositol trisphosphate phosphatase
	CG10426
	CG10426 gene product from transcript CG10426-RA
	INPP5E
	inositol polyphosphate-5-phosphatase, 72 kDa
	13
	-0.01
	2.17E-04

	GB30599-RA
	
	mspo
	M-spondin
	SPON2
	spondin 2, extracellular matrix protein
	11
	0.94
	2.18E-04

	GB20034-RA
	similar to CG8108-PB, isoform B
	CG12084
	CG12084 gene product from transcript CG12084-RA
	ZER1
	zer-1 homolog (C. elegans)
	59
	-0.97
	2.20E-04

	GB19133-RA
	similar to islet cell autoantigen 1
	CG10566
	CG10566 gene product from transcript CG10566-RA
	ICA1
	islet cell autoantigen 1, 69kDa
	11
	-0.69
	2.21E-04

	GB16912-RA
	similar to CG8204-PA
	CG8204
	CG8204 gene product from transcript CG8204-RA
	ZNHIT3
	zinc finger, HIT type 3
	6
	-0.12
	2.21E-04

	GB17137-RA
	similar to dpy-19-like 1, like
	CG6659
	CG6659 gene product from transcript CG6659-RA
	DPY19L1
	dpy-19-like 1 (C. elegans)
	11
	-0.15
	2.22E-04

	GB19818-RA
	similar to unkempt CG4620-PA, isoform A
	unk
	unkempt
	UNK
	unkempt homolog (Drosophila)
	37
	0.09
	2.23E-04

	GB17805-RA
	similar to limkain b1
	CG17018
	CG17018 gene product from transcript CG17018-RA
	KIAA0430
	KIAA0430
	20
	-1.36
	2.24E-04

	GB13432-RA
	similar to lethal (2) 35Bd CG3688-PA
	l(2)35Bd
	lethal (2) 35Bd
	RNMT
	RNA (guanine-7-) methyltransferase
	7
	-0.14
	2.24E-04

	GB13766-RA
	hypothetical LOC551742
	
	
	
	
	6
	-0.17
	2.25E-04

	GB13458-RA
	methionine aminopeptidase 2
	und
	uninitiated
	METAP2
	methionyl aminopeptidase 2
	15
	0.88
	2.25E-04

	GB18857-RA
	similar to SF2 CG6987-PA
	SF2
	CG6987 gene product from transcript CG6987-RA
	SRSF1
	serine/arginine-rich splicing factor 1
	20
	0.05
	2.26E-04

	GB10918-RA
	similar to CG31216-PA
	CG31216
	CG31216 gene product from transcript CG31216-RA
	
	
	11
	-1.92
	2.28E-04

	GB12978-RA
	similar to CG9300-PA
	CG9300
	CG9300 gene product from transcript CG9300-RA
	NOL11
	nucleolar protein 11
	10
	-0.05
	2.29E-04

	GB19424-RA
	similar to CG11180-PA
	CG11180
	CG11180 gene product from transcript CG11180-RA
	PINX1
	PIN2/TERF1 interacting, telomerase inhibitor 1
	19
	-0.01
	2.31E-04

	GB15109-RA
	similar to CG31917-PA
	CG31917
	CG31917 gene product from transcript CG31917-RA
	ZNHIT1
	zinc finger, HIT type 1
	7
	-0.13
	2.31E-04

	GB16691-RA
	similar to CG5116-PA
	CG5116
	CG5116 gene product from transcript CG5116-RA
	GTPBP6
	GTP binding protein 6 (putative)
	8
	-0.21
	2.32E-04

	GB13132-RA
	
	Mkk4
	MAP kinase kinase 4
	MAP2K4
	mitogen-activated protein kinase kinase 4
	11
	-0.24
	2.34E-04

	GB12214-RA
	Mlx interactor
	Mio
	Mlx interactor
	MLXIPL
	MLX interacting protein-like
	7
	-7.96
	2.39E-04

	GB12711-RA
	nucleostemin 3
	l(1)G0431
	
	LSG1
	large subunit GTPase 1 homolog (S. cerevisiae)
	10
	-0.96
	2.39E-04

	GB16028-RA
	similar to CG9674-PA, isoform A
	CG9674
	CG9674 gene product from transcript CG9674-RD
	
	
	49
	-1.70
	2.44E-04

	GB20050-RA
	similar to CG5515-PA, isoform A
	CG5515
	CG5515 gene product from transcript CG5515-RA
	RWDD1
	RWD domain containing 1
	15
	-0.10
	2.44E-04

	GB11623-RA
	similar to Nuclear pore complex protein Nup153 (Nucleoporin Nup153) (153 kDa nucleoporin)
	Nup153
	CG4453 gene product from transcript CG4453-RA
	NUP153
	nucleoporin 153kDa
	30
	-0.55
	2.46E-04

	GB12971-RA
	similar to CG14220-PA
	CG14220
	CG14220 gene product from transcript CG14220-RA
	SUDS3
	suppressor of defective silencing 3 homolog (S. cerevisiae)
	11
	-0.25
	2.47E-04

	GB10590-RA
	vibrator
	vib
	vibrator
	PITPNA
	phosphatidylinositol transfer protein, alpha
	7
	-0.12
	2.48E-04

	GB20023-RA
	similar to Stretchin-Mlck CG18255-PA, isoform A
	CG4064
	CG4064 gene product from transcript CG4064-RA
	KIAA1009
	KIAA1009
	20
	-0.90
	2.49E-04

	GB11614-RA
	similar to Transmembrane 9 superfamily protein member 3 precursor (SM-11044-binding protein) (EP70-P-iso)
	CG10590
	CG10590 gene product from transcript CG10590-RA
	33859833
	
	18
	-0.07
	2.53E-04

	GB18402-RA
	similar to Aly CG1101-PA
	Aly
	CG1101 gene product from transcript CG1101-RA
	THOC4
	THO complex 4
	13
	-0.07
	2.57E-04

	GB15097-RA
	sodium/potassium-transporting ATPase subunit beta-2
	nrv2
	nervana 2
	
	
	11
	-0.20
	2.58E-04

	GB17080-RB
	long-chain fatty acid transport protein
	CG30194
	CG30194 gene product from transcript CG30194-RD
	SLC27A4
	solute carrier family 27 (fatty acid transporter), member 4
	9
	5.09
	2.58E-04

	GB11998-RA
	similar to RNA, U transporter 1
	CG32297
	
	SNUPN
	snurportin 1
	10
	-0.93
	2.58E-04

	GB18139-RA
	similar to CG12567-PA.3
	CG14692
	CG14692 gene product from transcript CG14692-RB
	EIF5B
	eukaryotic translation initiation factor 5B
	15
	-0.53
	2.59E-04

	GB15651-RB
	Lim3 homeobox
	Lim3
	CG10699 gene product from transcript CG10699-RB
	LHX3
	LIM homeobox 3
	9
	0.85
	2.61E-04

	GB15651-RA
	Lim3 homeobox
	Lim3
	CG10699 gene product from transcript CG10699-RB
	LHX3
	LIM homeobox 3
	9
	0.85
	2.61E-04

	GB15651-RC
	Lim3 homeobox
	Lim3
	CG10699 gene product from transcript CG10699-RB
	LHX3
	LIM homeobox 3
	9
	0.85
	2.61E-04

	GB12198-RA
	fatty acid synthetase
	CG3523
	CG3523 gene product from transcript CG3523-RA
	FASN
	fatty acid synthase
	62
	0.04
	2.62E-04

	GB15185-RA
	similar to CG14764-PA
	CG14764
	CG14764 gene product from transcript CG14764-RA
	
	
	15
	-0.68
	2.62E-04

	GB16720-RA
	similar to CG15160-PA
	CG15160
	CG15160 gene product from transcript CG15160-RA
	44888822
	
	20
	0.16
	2.64E-04

	GB11053-RA
	
	
	
	C6orf167
	chromosome 6 open reading frame 167
	11
	-0.22
	2.65E-04

	GB16917-RA
	NADH dehydrogenase [ubiqui] iron-sulfur protein 4, mitochondrial
	CG12203
	CG12203 gene product from transcript CG12203-RA
	NDUFS4
	NADH dehydrogenase (ubiqui) Fe-S protein 4, 18kDa (NADH-coenzyme Q reductase)
	9
	-0.16
	2.67E-04

	GB16934-RA
	
	Strn-Mlck
	Stretchin-Mlck
	RIF1
	RAP1 interacting factor homolog (yeast)
	30
	-2.23
	2.69E-04

	GB16118-RA
	similar to CG30491-PA
	CG30491
	CG30491 gene product from transcript CG30491-RA
	RDH13
	retinol dehydrogenase 13 (all-trans/9-cis)
	8
	-0.01
	2.69E-04

	GB12039-RA
	transport and golgi organization 4
	Tango4
	Transport and Golgi organization 4
	PLRG1
	pleiotropic regulator 1 (PRL1 homolog, Arabidopsis)
	9
	-0.11
	2.69E-04

	GB16921-RA
	similar to CG32133-PA
	CG32133
	
	PAXIP1
	PAX interacting (with transcription-activation domain) protein 1
	19
	-0.90
	2.70E-04

	GB11146-RA
	mitochondrial ribosomal protein L4
	mRpL4
	mitochondrial ribosomal protein L4
	MRPL4
	mitochondrial ribosomal protein L4
	8
	-0.10
	2.73E-04

	GB13319-RA
	
	COQ7
	CG14437 gene product from transcript CG14437-RA
	COQ7
	coenzyme Q7 homolog, ubiqui (yeast)
	5
	-0.10
	2.73E-04

	GB30257-RA
	
	Gli
	Gliotactin
	
	
	20
	1.20
	2.73E-04

	GB12646-RA
	hypothetical protein LOC725669
	
	
	
	
	6
	-0.01
	2.82E-04

	GB17596-RA
	
	eIF2B-epsilon
	CG3806 gene product from transcript CG3806-RB
	EIF2B5
	eukaryotic translation initiation factor 2B, subunit 5 epsilon, 82kDa
	10
	-0.12
	2.85E-04

	GB10745-RA
	hypothetical LOC551976
	CG32103
	CG32103 gene product from transcript CG32103-RB
	SLC25A25
	solute carrier family 25 (mitochondrial carrier; phosphate carrier), member 25
	12
	-3.68
	2.87E-04

	GB10312-RA
	similar to CG7461-PA
	CG7461
	CG7461 gene product from transcript CG7461-RB
	ACADVL
	acyl-CoA dehydrogenase, very long chain
	15
	-0.13
	2.89E-04

	GB17930-RA
	gametogenetin-binding protein 2-like
	CG2182
	CG2182 gene product from transcript CG2182-RA
	GGNBP2
	gametogenetin binding protein 2
	24
	-0.85
	2.90E-04

	GB20154-RA
	
	
	
	
	
	10
	-0.14
	2.92E-04

	GB19389-RA
	argonaute 3
	AGO3
	Argonaute 3
	PIWIL1
	piwi-like 1 (Drosophila)
	28
	-0.10
	2.92E-04

	GB15361-RA
	ribosomal protein L35
	RpL35
	Ribosomal protein L35
	RPL35
	ribosomal protein L35
	11
	-2.30
	2.94E-04

	GB16741-RA
	similar to X11L CG5675-PA
	X11L
	CG5675 gene product from transcript CG5675-RB
	
	
	20
	-0.12
	3.00E-04

	GB12685-RA
	similar to CG32104-PB
	CG32104
	CG32104 gene product from transcript CG32104-RB
	RPAP1
	RNA polymerase II associated protein 1
	22
	-0.15
	3.00E-04

	GB11154-RA
	similar to iodotyrosine dehalogenase 1 protein
	CG6279
	CG6279 gene product from transcript CG6279-RA
	IYD
	iodotyrosine deiodinase
	12
	-0.05
	3.00E-04

	GB12916-RA
	similar to enhancer of yellow 3 CG12238-PA
	CG11417
	CG11417 gene product from transcript CG11417-RA
	8922800
	
	59
	-0.58
	3.03E-04

	GB20103-RA
	similar to Integrin linked kinase CG10504-PA
	Ilk
	Integrin linked kinase
	ILK
	integrin-linked kinase
	9
	-0.45
	3.04E-04

	GB18529-RA
	similar to CG6422-PA, isoform A
	CG6422
	CG6422 gene product from transcript CG6422-RA
	YTHDF3
	YTH domain family, member 3
	15
	-0.05
	3.09E-04

	GB13810-RA
	similar to Werner helicase interacting protein 1
	
	
	WRNIP1
	Werner helicase interacting protein 1
	5
	-0.14
	3.09E-04

	GB17936-RA
	similar to Mig-2-like CG5588-PB, isoform B
	Mtl
	Mig-2-like
	RAC1
	ras-related C3 botulinum toxin substrate 1 (rho family, small GTP binding protein Rac1)
	6
	-0.14
	3.12E-04

	GB17138-RA
	similar to kismet CG3696-PA, isoform A
	kis
	kismet
	CHD7
	chromodomain helicase DNA binding protein 7
	98
	-0.90
	3.12E-04

	GB10894-RA
	
	CG14689
	CG14689 gene product from transcript CG14689-RA
	
	
	9
	-0.20
	3.21E-04

	GB10524-RA
	similar to domino CG9696-PD, isoform D
	dom
	domino
	SRCAP
	Snf2-related CREBBP activator protein
	51
	-0.57
	3.21E-04

	GB10524-RB
	similar to domino CG9696-PD, isoform D
	dom
	domino
	SRCAP
	Snf2-related CREBBP activator protein
	51
	-0.57
	3.21E-04

	GB10074-RA
	serine/threonine-protein kinase TAO1
	Tao-1
	CG14217 gene product from transcript CG14217-RB
	TAOK1
	TAO kinase 1
	25
	-0.62
	3.24E-04

	GB19860-RA
	heat shock protein cognate 5
	Hsc70-5
	Heat shock protein cognate 5
	HSPA9
	heat shock 70kDa protein 9 (mortalin)
	25
	-0.79
	3.26E-04

	GB15804-RA
	similar to CG6197-PA
	CG6197
	CG6197 gene product from transcript CG6197-RA
	XAB2
	XPA binding protein 2
	12
	-0.16
	3.28E-04

	GB19220-RA
	
	
	
	
	
	7
	-0.30
	3.31E-04

	GB17708-RA
	centrosomal protein of 97 kDa
	CG3980
	
	CEP97
	centrosomal protein 97kDa
	27
	-0.11
	3.31E-04

	GB10092-RA
	similar to integrator complex subunit 6
	l(1)G0060
	
	INTS6
	integrator complex subunit 6
	25
	-0.78
	3.31E-04

	GB12093-RA
	DNA polymerase iota
	DNApol-iota
	CG7602 gene product from transcript CG7602-RB
	POLI
	polymerase (DNA directed) iota
	14
	-0.56
	3.34E-04

	GB19973-RA
	similar to CG14542-PA
	CG14542
	CG14542 gene product from transcript CG14542-RA
	CHMP2A
	chromatin modifying protein 2A
	7
	-0.10
	3.35E-04

	GB30341-RA
	
	foi
	fear-of-intimacy
	SLC39A10
	solute carrier family 39 (zinc transporter), member 10
	17
	-0.45
	3.35E-04

	GB12030-RA
	regulator of gene activity protein
	Rga
	Regena
	CNOT2
	CCR4-NOT transcription complex, subunit 2
	24
	-0.14
	3.37E-04

	GB10042-RA
	
	CG12413
	CG12413 gene product from transcript CG12413-RA
	MTIF2
	mitochondrial translational initiation factor 2
	18
	-0.05
	3.41E-04

	GB12059-RA
	actin related protein 2/3 complex subunit 4
	Arc-p20
	CG5972 gene product from transcript CG5972-RA
	ARPC4
	actin related protein 2/3 complex, subunit 4, 20kDa
	10
	-0.08
	3.45E-04

	GB10870-RA
	similar to CG5558-PB, isoform B
	CG5558
	
	NSUN5
	NOP2/Sun domain family, member 5
	15
	1.43
	3.47E-04

	GB15732-RA
	similar to CG6686-PB, isoform B
	CG6686
	CG6686 gene product from transcript CG6686-RA
	SART1
	squamous cell carcinoma antigen recognized by T cells
	25
	-0.57
	3.47E-04

	GB17037-RA
	tumor suppressor protein 101
	TSG101
	tumor suppressor protein 101
	TSG101
	tumor susceptibility gene 101
	13
	-0.10
	3.53E-04

	GB30505-RA
	
	
	
	
	
	46
	1.63
	3.53E-04

	GB12433-RA
	similar to DNA segment on chromosome X and Y (unique) 155 expressed sequence
	Xe7
	CG2179 gene product from transcript CG2179-RA
	SFRS17A
	splicing factor, arginine/serine-rich 17A
	17
	-0.67
	3.56E-04

	GB11370-RA
	similar to lethal (1) G0193 CG2206-PB, isoform B
	CG31664
	CG31664 gene product from transcript CG31664-RA
	
	
	14
	-0.98
	3.56E-04

	GB17515-RA
	similar to CG16742-PA, isoform A
	CG16742
	CG16742 gene product from transcript CG16742-RA
	FAM21A
	family with sequence similarity 21, member A
	17
	-3.71
	3.58E-04

	GB15454-RA
	similar to CG14995-PC, isoform C
	CG14995
	CG14995 gene product from transcript CG14995-RF
	OSCP1
	organic solute carrier partner 1
	18
	-2.25
	3.58E-04

	GB14610-RA
	
	CG18764
	CG18764 gene product from transcript CG18764-RA
	47271360
	
	9
	-0.36
	3.58E-04

	GB12455-RA
	Ets at 97D ortholog
	Ets97D
	Ets at 97D
	GABPA
	GA binding protein transcription factor, alpha subunit 60kDa
	24
	-0.08
	3.65E-04

	GB10984-RA
	similar to upstream stimulatory factor 1
	Usf
	CG17592 gene product from transcript CG17592-RB
	USF1
	upstream transcription factor 1
	10
	-0.07
	3.67E-04

	GB13679-RA
	hypothetical protein LOC724622
	CG9727
	CG9727 gene product from transcript CG9727-RA
	RFX7
	regulatory factor X, 7
	39
	-0.37
	3.73E-04

	GB14806-RA
	similar to CG1513-PA
	CG1513
	CG1513 gene product from transcript CG1513-RA
	OSBPL9
	oxysterol binding protein-like 9
	13
	-0.02
	3.75E-04

	GB14717-RA
	
	
	
	CCDC61
	coiled-coil domain containing 61
	14
	-0.41
	3.76E-04

	GB10379-RA
	smoothened
	smo
	smoothened
	SMO
	smoothened homolog (Drosophila)
	22
	-0.42
	3.80E-04

	GB18487-RA
	
	CG5690
	CG5690 gene product from transcript CG5690-RA
	CCDC158
	coiled-coil domain containing 158
	19
	0.69
	3.81E-04

	GB13772-RA
	puromycin sensitive aminopeptidase
	Psa
	Puromycin sensitive aminopeptidase
	15451907
	
	15
	-0.05
	3.85E-04

	GB20013-RA
	similar to Rpt4 CG3455-PA
	Rpt4
	CG3455 gene product from transcript CG3455-RA
	24430160
	
	6
	-0.17
	3.86E-04

	GB10053-RA
	serine/threonine-protein kinase polo
	polo
	CG12306 gene product from transcript CG12306-RA
	PLK1
	polo-like kinase 1
	23
	-0.11
	3.87E-04

	GB15819-RA
	
	bonsai
	CG4207 gene product from transcript CG4207-RA
	
	
	6
	-1.52
	3.87E-04

	GB13139-RA
	mitochondrial import inner membrane translocase subunit Tim22
	CG31229
	CG31229 gene product from transcript CG31229-RA
	
	
	5
	-0.11
	3.91E-04

	GB11531-RA
	similar to CG8889-PA, isoform A
	CG8889
	CG8889 gene product from transcript CG8889-RA
	
	
	10
	0.05
	3.92E-04

	GB15486-RA
	
	SelR
	CG6584 gene product from transcript CG6584-RB
	MSRB3
	methionine sulfoxide reductase B3
	15
	-0.17
	3.96E-04

	GB10757-RA
	small glutamine-rich tetratricopeptide containing protein
	Sgt
	small glutamine-rich tetratricopeptide containing protein
	SGTA
	small glutamine-rich tetratricopeptide repeat (TPR)-containing, alpha
	8
	-0.01
	3.96E-04

	GB14421-RA
	zinc finger CCCH-type with G patch domain-containing protein
	CG4709
	CG4709 gene product from transcript CG4709-RA
	ZGPAT
	zinc finger, CCCH-type with G patch domain
	7
	0.00
	3.99E-04

	GB15690-RA
	similar to CG6196-PA
	CG6196
	CG6196 gene product from transcript CG6196-RA
	TRAPPC
6B
	trafficking protein particle complex 6B
	6
	0.00
	4.02E-04

	GB11646-RA
	similar to CG11596-PA, isoform A
	CG11596
	CG11596 gene product from transcript CG11596-RC
	C9orf41
	chromosome 9 open reading frame 41
	12
	-0.09
	4.03E-04

	GB11935-RA
	similar to CG3662-PA, isoform A
	CG3662
	CG3662 gene product from transcript CG3662-RA
	
	
	8
	-0.13
	4.03E-04

	GB11019-RA
	similar to CG32165-PA
	CG32164
	CG32164 gene product from transcript CG32164-RA
	IPO4
	importin 4
	20
	-1.92
	4.07E-04

	GB16533-RA
	similar to CG5902-PA, isoform A
	CG5902
	CG5902 gene product from transcript CG5902-RB
	AMMECR1
	Alport syndrome, mental retardation, midface hypoplasia and elliptocytosis chromosomal region gene 1
	8
	-0.08
	4.07E-04

	GB17946-RA
	similar to TATA-box-binding protein (TATA-box factor) (TATA-binding factor) (TATA sequence-binding protein) (Transcription initiation factor TFIID TBP subunit)
	Tbp
	TATA binding protein
	TBPL2
	TATA box binding protein like 2
	7
	0.05
	4.09E-04

	GB11633-RA
	similar to CG7102-PA
	CG7102
	CG7102 gene product from transcript CG7102-RA
	SNRPE
	small nuclear ribonucleoprotein polypeptide E
	20
	-1.83
	4.10E-04

	GB14508-RA
	mediator of RNA polymerase II transcription subunit 23
	MED23
	Mediator complex subunit 23
	MED23
	mediator complex subunit 23
	25
	-0.85
	4.10E-04

	GB19794-RA
	similar to COP9 signalosome complex subunit 8 (Signalosome subunit 8) (SGN8) (JAB1-containing signalosome subunit 8) (COP9 homolog)
	
	
	COPS8
	COP9 constitutive photomorphogenic homolog subunit 8 (Arabidopsis)
	5
	-6.62
	4.11E-04

	GB15115-RA
	similar to CG7956-PA, isoform A
	CG7956
	CG7956 gene product from transcript CG7956-RA
	INPP5F
	inositol polyphosphate-5-phosphatase F
	22
	0.15
	4.11E-04

	GB11845-RA
	similar to CG6930-PA
	l(3)neo38
	lethal (3) neo38
	ZNF519
	zinc finger protein 519
	17
	0.40
	4.18E-04

	GB17065-RA
	
	eRF1
	eukaryotic release factor 1
	ETF1
	eukaryotic translation termination factor 1
	12
	-3.35
	4.20E-04

	GB13798-RA
	hypothetical LOC551971
	CG40045
	CG40045 gene product from transcript CG40045-RA
	UBE2G1
	ubiquitin-conjugating enzyme E2G 1 (UBC7 homolog, yeast)
	7
	-0.10
	4.21E-04

	GB11368-RA
	similar to CG3530-PB, isoform B
	CG3530
	CG3530 gene product from transcript CG3530-RC
	MTMR7
	myotubularin related protein 7
	8
	-0.17
	4.22E-04

	GB16384-RA
	similar to vacuolar protein sorting 13A
	CG2093
	
	VPS13C
	vacuolar protein sorting 13 homolog C (S. cerevisiae)
	9
	-0.02
	4.23E-04

	GB16767-RA
	similar to CG11006-PA, isoform A
	CG11006
	CG11006 gene product from transcript CG11006-RA
	SAP130
	Sin3A-associated protein, 130kDa
	26
	-0.09
	4.36E-04

	GB13805-RA
	similar to Ancient ubiquitous protein 1 precursor
	
	
	AUP1
	ancient ubiquitous protein 1
	7
	-0.15
	4.36E-04

	GB18025-RA
	similar to CG11964-PA
	CG11964
	CG11964 gene product from transcript CG11964-RA
	CTNNBL1
	catenin, beta like 1
	13
	-0.14
	4.36E-04

	GB15916-RA
	sarcoplasmic calcium-binding protein 1
	Scp1
	Sarcoplasmic calcium-binding protein 1
	
	
	14
	-0.48
	4.36E-04

	GB15053-RA
	Rpt1 protein
	Rpt1
	CG1341 gene product from transcript CG1341-RA
	PSMC2
	proteasome (prosome, macropain) 26S subunit, ATPase, 2
	6
	0.03
	4.37E-04

	GB14380-RA
	similar to zinc finger protein 748 isoform 1
	crol
	crooked legs
	ZNF91
	zinc finger protein 91
	47
	-2.30
	4.37E-04

	GB17526-RA
	similar to NADPH dependent diflavin oxidoreductase 1
	CG13667
	CG13667 gene product from transcript CG13667-RA
	NDOR1
	NADPH dependent diflavin oxidoreductase 1
	11
	-0.10
	4.38E-04

	GB19205-RA
	similar to CG9386-PA
	CG9386
	CG9386 gene product from transcript CG9386-RA
	C4orf23
	chromosome 4 open reading frame 23
	19
	-0.94
	4.42E-04

	GB11819-RA
	Mekk1 protein
	Mekk1
	CG7717 gene product from transcript CG7717-RB
	MAP3K4
	mitogen-activated protein kinase kinase kinase 4
	16
	-4.82
	4.42E-04

	GB17890-RA
	hypothetical protein LOC724620
	
	
	
	
	5
	-0.12
	4.45E-04

	GB18384-RA
	similar to vein CG10491-PA, isoform A
	
	
	
	
	10
	0.74
	4.46E-04

	GB11711-RA
	similar to CG8771-PA
	CG8771
	CG8771 gene product from transcript CG8771-RA
	NUP188
	nucleoporin 188kDa
	17
	-0.86
	4.48E-04

	GB16880-RA
	similar to SPRY domain-containing SOCS box protein SSB-3
	CG10516
	CG10516 gene product from transcript CG10516-RA
	SPSB3
	splA/ryanodine receptor domain and SOCS box containing 3
	9
	-0.12
	4.51E-04

	GB12665-RA
	conserved oligomeric Golgi complex subunit 3
	Cog3
	CG3248 gene product from transcript CG3248-RA
	COG3
	component of oligomeric golgi complex 3
	11
	-0.17
	4.56E-04

	GB17737-RA
	similar to CG33249-PA
	CG33249
	
	INPP4B
	inositol polyphosphate-4-phosphatase, type II, 105kDa
	24
	-1.12
	4.57E-04

	GB10777-RA
	cysteine desulfurase-like protein
	CG12264
	CG12264 gene product from transcript CG12264-RA
	NFS1
	NFS1 nitrogen fixation 1 homolog (S. cerevisiae)
	7
	-2.75
	4.58E-04

	GB15646-RA
	
	CG9311
	
	PTPN23
	protein tyrosine phosphatase, non-receptor type 23
	6
	-0.13
	4.58E-04

	GB16940-RA
	repressor splicing factor 1
	Rsf1
	Repressor splicing factor 1
	SRSF7
	serine/arginine-rich splicing factor 7
	8
	-0.05
	4.60E-04

	GB13987-RA
	G patch domain-containing protein 1 homolog
	CG8833
	CG8833 gene product from transcript CG8833-RA
	GPATCH1
	G patch domain containing 1
	16
	0.24
	4.71E-04

	GB10026-RA
	galectin 1
	galectin
	CG11372 gene product from transcript CG11372-RA
	LGALS4
	lectin, galactoside-binding, soluble, 4
	7
	-0.12
	4.72E-04

	GB30167-RA
	
	sub
	subito
	KIF20A
	kinesin family member 20A
	5
	0.00
	4.77E-04

	GB11343-RA
	similar to CG31211-PA, isoform A
	CG31211
	CG31211 gene product from transcript CG31211-RA
	SFRS18
	splicing factor, arginine/serine-rich 18
	14
	-0.05
	4.86E-04

	GB15815-RA
	merlin
	Mer
	Merlin
	NF2
	neurofibromin 2 (merlin)
	27
	-0.56
	4.87E-04

	GB19922-RA
	similar to Phosphoethanolamine cytidylyltransferase CG5547-PD, isoform D
	Pect
	Phosphoethanolamine cytidylyltransferase
	PCYT2
	phosphate cytidylyltransferase 2, ethanolamine
	9
	-0.01
	4.94E-04

	GB13775-RA
	similar to CG7536-PA, isoform A
	CG7536
	CG7536 gene product from transcript CG7536-RB
	XPR1
	xenotropic and polytropic retrovirus receptor 1
	12
	-2.73
	4.96E-04

	GB16209-RA
	nitrilase
	NitFhit
	Nitrilase and fragile histidine triad fusion protein
	NIT1
	nitrilase 1
	7
	0.05
	4.97E-04

	GB13127-RA
	sex lethal
	Sxl
	Sex lethal
	ELAVL1
	ELAV (embryonic lethal, abnormal vision, Drosophila)-like 1 (Hu antigen R)
	40
	4.37
	4.99E-04

	GB16854-RA
	
	
	
	KIAA0907
	KIAA0907
	21
	-0.40
	5.00E-04

	GB10160-RA
	similar to F02C12.1
	CG7730
	CG7730 gene product from transcript CG7730-RC
	
	
	11
	0.08
	5.01E-04

	GB17277-RA
	glycosyltransferase 25 family member
	CG31915
	CG31915 gene product from transcript CG31915-RA
	GLT25D1
	glycosyltransferase 25 domain containing 1
	10
	-0.15
	5.05E-04

	GB10315-RA
	similar to Protein farnesyltransferase/geranylgeranyltransferase type I alpha subunit
	CG2976
	CG2976 gene product from transcript CG2976-RA
	FNTA
	farnesyltransferase, CAAX box, alpha
	10
	-0.11
	5.07E-04

	GB19342-RA
	similar to Nuclear pore complex protein Nup160 homolog
	CG4738
	
	NUP160
	nucleoporin 160kDa
	43
	-0.14
	5.11E-04

	GB11704-RA
	similar to CG33936-PB, isoform B
	CG33936
	CG33936 gene product from transcript CG33936-RB
	ZFAND5
	zinc finger, AN1-type domain 5
	9
	-0.06
	5.11E-04

	GB16563-RA
	Trap1 protein
	Trap1
	CG3152 gene product from transcript CG3152-RA
	TRAP1
	TNF receptor-associated protein 1
	8
	-0.02
	5.12E-04

	GB11025-RA
	mediator of RNA polymerase II transcription subunit 4
	MED4
	Mediator complex subunit 4
	MED4
	mediator complex subunit 4
	9
	-0.14
	5.12E-04

	GB13479-RA
	similar to CG31886-PA
	CG10907
	CG10907 gene product from transcript CG10907-RA
	CWC27
	CWC27 spliceosome-associated protein homolog (S. cerevisiae)
	17
	-4.15
	5.15E-04

	GB20017-RA
	transitional endoplasmic reticulum ATPase TER94
	TER94
	CG2331 gene product from transcript CG2331-RA
	VCP
	valosin-containing protein
	21
	-0.26
	5.15E-04

	GB19970-RA
	
	CLIP-190
	Cytoplasmic linker protein 190
	GOLIM4
	golgi integral membrane protein 4
	23
	-1.24
	5.17E-04

	GB16715-RA
	similar to solute carrier family 25 (carnitine/acylcarnitine translocase), member 20
	colt
	congested-like trachea
	SLC25A20
	solute carrier family 25 (carnitine/acylcarnitine translocase), member 20
	11
	-2.19
	5.21E-04

	GB15059-RA
	nucleoside diphosphate kinase 7
	nmdyn-D7
	CG8362 gene product from transcript CG8362-RA
	NME7
	non-metastatic cells 7, protein expressed in (nucleoside-diphosphate kinase)
	9
	-0.09
	5.22E-04

	GB18230-RA
	
	
	
	
	
	5
	-0.13
	5.24E-04

	GB12174-RA
	similar to CG11447-PA
	CG11447
	CG11447 gene product from transcript CG11447-RA
	FTSJ2
	FtsJ homolog 2 (E. coli)
	5
	-0.18
	5.24E-04

	GB18176-RA
	similar to mitogen-activated protein kinase kinase kinase 7 interacting protein 1
	
	
	TAB1
	TGF-beta activated kinase 1/MAP3K7 binding protein 1
	13
	-0.08
	5.26E-04

	GB18842-RA
	similar to CG8273-PA
	CG8273
	CG8273 gene product from transcript CG8273-RA
	SON
	SON DNA binding protein
	23
	-0.13
	5.36E-04

	GB13932-RA
	similar to F-box/WD repeat protein 9 (F-box and WD-40 domain protein 9)
	
	
	FBXW9
	F-box and WD repeat domain containing 9
	10
	-0.10
	5.43E-04

	GB16027-RA
	U3 small nuclear riboprotein factor 55K
	CG33505
	CG33505 gene product from transcript CG33505-RA
	RRP9
	ribosomal RNA processing 9, small subunit (SSU) processome component, homolog (yeast)
	6
	3.53
	5.48E-04

	GB17079-RA
	signal recognition particle 68 kDa protein
	Srp68
	CG5064 gene product from transcript CG5064-RA
	SRP68
	signal recognition particle 68kDa
	22
	-0.40
	5.51E-04

	GB16580-RA
	MMS19 nucleotide excision repair homolog
	Mms19
	CG12005 gene product from transcript CG12005-RB
	157738692
	
	6
	-0.54
	5.54E-04

	GB17792-RA
	similar to jitterbug CG30092-PD, isoform D
	jbug
	jitterbug
	FLNC
	filamin C, gamma
	40
	-0.68
	5.57E-04

	GB14780-RA
	
	pav
	pavarotti
	KIF23
	kinesin family member 23
	19
	-0.10
	5.61E-04

	GB16559-RA
	RNA polymerase II 140kD subunit
	RpII140
	RNA polymerase II 140kD subunit
	POLR2B
	polymerase (RNA) II (DNA directed) polypeptide B, 140kDa
	23
	-0.03
	5.61E-04

	GB12268-RA
	similar to M-spondin CG10145-PA
	mspo
	M-spondin
	SPON2
	spondin 2, extracellular matrix protein
	10
	0.90
	5.62E-04

	GB14980-RA
	translocation protein 1
	Trp1
	Translocation protein 1
	SEC62
	SEC62 homolog (S. cerevisiae)
	15
	-0.25
	5.67E-04

	GB13014-RA
	nucleoporin GLE1
	CG14749
	CG14749 gene product from transcript CG14749-RA
	GLE1
	GLE1 RNA export mediator homolog (yeast)
	20
	-0.17
	5.71E-04

	GB17080-RA
	long-chain fatty acid transport protein
	CG30194
	CG30194 gene product from transcript CG30194-RD
	SLC27A4
	solute carrier family 27 (fatty acid transporter), member 4
	8
	4.35
	5.71E-04

	GB15017-RA
	
	CG6005
	CG6005 gene product from transcript CG6005-RA
	WDR91
	WD repeat domain 91
	11
	0.52
	5.71E-04

	GB16892-RA
	neosin
	Neos
	Neosin
	NCOA5
	nuclear receptor coactivator 5
	17
	-0.14
	5.73E-04

	GB11782-RA
	vacuolar protein sorting 36
	Vps36
	Vacuolar protein sorting 36
	VPS36
	vacuolar protein sorting 36 homolog (S. cerevisiae)
	12
	-0.14
	5.74E-04

	GB14440-RA
	
	mt:CoI
	
	COX1
	cytochrome c oxidase subunit I
	15
	-0.89
	5.77E-04

	GB11964-RA
	Rab GTPase activating protein 3
	CG7112
	CG7112 gene product from transcript CG7112-RB
	29789114
	
	17
	-0.08
	5.80E-04

	GB30103-RA
	
	Smr
	Smrter
	NCOR1
	nuclear receptor corepressor 1
	15
	6.07
	5.81E-04

	GB19727-RA
	similar to zinc finger, matrin type 5
	
	
	ZMAT5
	zinc finger, matrin type 5
	8
	-0.11
	5.83E-04

	GB12104-RA
	inositol trisphosphate phosphatase
	CG9784
	CG9784 gene product from transcript CG9784-RA
	INPP5J
	inositol polyphosphate-5-phosphatase J
	15
	0.08
	5.86E-04

	GB15187-RA
	similar to Ectonucleotide pyrophosphatase/phosphodiesterase 5 precursor (E-NPP5) (NPP-5)
	
	
	ENPP7
	ectonucleotide pyrophosphatase/phosphodiesterase 7
	10
	-0.22
	5.87E-04

	GB19522-RA
	similar to Histidyl-tRNA synthetase CG6335-PA, isoform A
	Aats-his
	Histidyl-tRNA synthetase
	HARS
	histidyl-tRNA synthetase
	33
	-0.29
	5.88E-04

	GB14307-RA
	similar to CG8557-PA, isoform A
	CG8557
	CG8557 gene product from transcript CG8557-RB
	ARHGEF
10L
	Rho guanine nucleotide exchange factor (GEF) 10-like
	12
	0.36
	5.88E-04

	GB20007-RA
	similar to Zinc finger protein 43 (Zinc protein HTF6) (Zinc finger protein KOX27)
	crol
	crooked legs
	ZNF585B
	zinc finger protein 585B
	9
	-0.97
	5.88E-04

	GB19180-RA
	similar to myotubularin-related protein 9
	CG5026
	CG5026 gene product from transcript CG5026-RB
	MTMR9
	myotubularin related protein 9
	24
	-0.10
	5.91E-04

	GB14461-RA
	
	
	
	
	
	5
	-0.10
	5.93E-04

	GB14082-RA
	
	CG11357
	CG11357 gene product from transcript CG11357-RA
	B3GNT5
	UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 5
	20
	3.00
	5.94E-04

	GB10172-RA
	similar to HLA-B associated transcript 5
	CG1309
	CG1309 gene product from transcript CG1309-RA
	C20orf135
	chromosome 20 open reading frame 135
	11
	-0.14
	5.96E-04

	GB10043-RA
	similar to CG11486-PG, isoform G
	CG11486
	CG11486 gene product from transcript CG11486-RK
	PAN3
	PAN3 poly(A) specific ribonuclease subunit homolog (S. cerevisiae)
	6
	-1.71
	5.98E-04

	GB16394-RA
	pancreatic eIF-2alpha kinase
	PEK
	pancreatic eIF-2alpha kinase
	EIF2AK3
	eukaryotic translation initiation factor 2-alpha kinase 3
	13
	-0.07
	5.99E-04

	GB15227-RA
	similar to CG7806-PA
	CG7806
	CG7806 gene product from transcript CG7806-RA
	ABCC10
	ATP-binding cassette, sub-family C (CFTR/MRP), member 10
	29
	1.29
	6.00E-04

	GB11158-RA
	enhancer of polycomb
	E(Pc)
	Enhancer of Polycomb
	EPC1
	enhancer of polycomb homolog 1 (Drosophila)
	40
	-0.69
	6.03E-04

	GB10434-RA
	
	
	
	
	
	18
	-0.90
	6.04E-04

	GB18878-RA
	similar to CG14591-PA, isoform A
	CG14591
	CG14591 gene product from transcript CG14591-RA
	TMEM164
	transmembrane protein 164
	7
	-0.01
	6.10E-04

	GB18736-RA
	
	CG8184
	CG8184 gene product from transcript CG8184-RB
	HUWE1
	HECT, UBA and WWE domain containing 1
	40
	-1.67
	6.26E-04

	GB12350-RA
	similar to CG7550-PA
	CG7550
	CG7550 gene product from transcript CG7550-RA
	ADO
	2-aminoethanethiol (cysteamine) dioxygenase
	10
	-0.16
	6.28E-04

	GB15149-RA
	similar to CG11265-PA, isoform A
	CG11265
	
	PAPD7
	PAP associated domain containing 7
	12
	0.00
	6.34E-04

	GB16602-RA
	similar to CG10882-PA
	CG10882
	CG10882 gene product from transcript CG10882-RA
	SEC24C
	SEC24 family, member C (S. cerevisiae)
	39
	0.02
	6.34E-04

	GB11445-RA
	similar to CG12769-PB, isoform B
	CG12769
	CG12769 gene product from transcript CG12769-RB
	PRDM5
	PR domain containing 5
	24
	-0.09
	6.34E-04

	GB13019-RA
	serine protease homolog 56
	CG1632
	CG1632 gene product from transcript CG1632-RA
	PRSS8
	protease, serine, 8
	20
	-1.64
	6.35E-04

	GB18923-RA
	signal-transducer and activator of transcription protein at 92E ortholog
	Stat92E
	Signal-transducer and activator of transcription protein at 92E
	STAT5B
	signal transducer and activator of transcription 5B
	23
	-1.28
	6.35E-04

	GB10541-RA
	actin-related protein 8
	Arp8
	Actin-related protein 8
	ACTR8
	ARP8 actin-related protein 8 homolog (yeast)
	16
	-0.15
	6.56E-04

	GB11667-RA
	similar to RAD23a homolog
	Rad23
	CG1836 gene product from transcript CG1836-RB
	RAD23B
	RAD23 homolog B (S. cerevisiae)
	8
	0.06
	6.57E-04

	GB19635-RA
	similar to Pi3K92E CG4141-PA, isoform A
	Pi3K92E
	CG4141 gene product from transcript CG4141-RA
	PIK3CD
	phosphoinositide-3-kinase, catalytic, delta polypeptide
	25
	-0.07
	6.58E-04

	GB13144-RA
	synembryn
	ric8a
	CG15797 gene product from transcript CG15797-RA
	RIC8B
	resistance to inhibitors of cholinesterase 8 homolog B (C. elegans)
	12
	-0.12
	6.69E-04

	GB14277-RA
	La autoantigen-like
	La
	La autoantigen-like
	SSB
	Sjogren syndrome antigen B (autoantigen La)
	12
	-0.15
	6.71E-04

	GB14521-RA
	similar to sarcoma antigen NY-SAR-41
	CG8214
	CG8214 gene product from transcript CG8214-RA
	CCDC123
	coiled-coil domain containing 123
	15
	0.25
	6.74E-04

	GB13354-RA
	hypothetical protein LOC726956
	
	
	
	
	9
	-0.16
	6.74E-04

	GB19413-RA
	similar to CG6305-PA
	Cpr50Cb
	Cuticular protein 50Cb
	C19orf2
	chromosome 19 open reading frame 2
	8
	-0.29
	6.75E-04

	GB16457-RA
	
	ush
	u-shaped
	ZFPM1
	zinc finger protein, multitype 1
	5
	-6.77
	6.75E-04

	GB15508-RA
	armitage
	armi
	armitage
	MOV10
	Mov10, Moloney leukemia virus 10, homolog (mouse)
	21
	-0.21
	6.75E-04

	GB17351-RB
	cytoplasmic dynein 1 intermediate chain
	sw
	short wing
	DYNC1I2
	dynein, cytoplasmic 1, intermediate chain 2
	14
	-0.01
	6.80E-04

	GB11710-RA
	RING-box protein 1A
	Roc1a
	CG16982 gene product from transcript CG16982-RA
	RBX1
	ring-box 1
	7
	-0.08
	6.84E-04

	GB18911-RA
	similar to Rho GTPase activating protein 11A isoform 2
	RhoGAP
54D
	CG6477 gene product from transcript CG6477-RA
	ARHGAP11A
	Rho GTPase activating protein 11A
	18
	-1.94
	6.86E-04

	GB15111-RA
	protein zer-1 homolog
	CG12084
	CG12084 gene product from transcript CG12084-RA
	ZYG11B
	zyg-11 homolog B (C. elegans)
	14
	-0.09
	6.92E-04

	GB11454-RA
	nucleostemin 1
	CG3983
	
	GNL3L
	guanine nucleotide binding protein-like 3 (nucleolar)-like
	12
	-0.05
	6.92E-04

	GB14844-RA
	
	pita
	CG3941 gene product from transcript CG3941-RA
	ZNF710
	zinc finger protein 710
	7
	-0.31
	6.95E-04

	GB15229-RA
	similar to cytosolic ovarian carcinoma antigen 1 isoform b
	CG10948
	CG10948 gene product from transcript CG10948-RB
	8922227
	
	46
	-0.40
	6.95E-04

	GB19557-RA
	similar to T08G11.1b
	CG2093
	
	VPS13C
	vacuolar protein sorting 13 homolog C (S. cerevisiae)
	40
	-2.13
	6.97E-04

	GB14337-RA
	brahma associated protein 55kd
	Bap55
	Brahma associated protein 55kD
	ACTL6B
	actin-like 6B
	6
	-0.26
	7.13E-04

	GB18208-RA
	similar to maternal embryonic leucine zipper kinase
	SNF1A
	SNF1A/AMP-activated protein kinase
	MELK
	maternal embryonic leucine zipper kinase
	14
	-1.61
	7.17E-04

	GB17878-RA
	similar to CG3493-PA
	CG3493
	CG3493 gene product from transcript CG3493-RA
	GOLGA4
	golgin A4
	8
	-0.27
	7.17E-04

	GB11429-RA
	
	Upf1
	CG1559 gene product from transcript CG1559-RA
	UPF1
	UPF1 regulator of nonsense transcripts homolog (yeast)
	35
	-0.84
	7.18E-04

	GB13818-RA
	polycomb protein Scm
	Scm
	Sex comb on midleg
	SCMH1
	sex comb on midleg homolog 1 (Drosophila)
	21
	-0.09
	7.18E-04

	GB16765-RA
	similar to transcriptional adaptor 3 (NGG1 homolog, yeast)-like
	dik
	diskette
	TADA3
	transcriptional adaptor 3
	14
	-0.06
	7.18E-04

	GB17616-RA
	similar to Tyrosine-protein phosphatase non-receptor type 4 (Protein-tyrosine phosphatase MEG1) (PTPase-MEG1) (MEG)
	Ptpmeg
	CG1228 gene product from transcript CG1228-RD
	PTPN4
	protein tyrosine phosphatase, non-receptor type 4 (megakaryocyte)
	37
	-0.86
	7.20E-04

	GB16659-RA
	similar to cisplatin resistance-associated overexpressed protein
	CG3198
	CG3198 gene product from transcript CG3198-RA
	LUC7L3
	LUC7-like 3 (S. cerevisiae)
	24
	0.19
	7.29E-04

	GB18368-RA
	similar to CG17807-PA
	CG17807
	CG17807 gene product from transcript CG17807-RA
	C8orf79
	chromosome 8 open reading frame 79
	12
	-0.12
	7.33E-04

	GB12229-RA
	similar to CG2006-PA
	CG2006
	CG2006 gene product from transcript CG2006-RA
	DTWD1
	DTW domain containing 1
	9
	-0.12
	7.36E-04

	GB15739-RA
	
	CG5245
	CG5245 gene product from transcript CG5245-RA
	154800445
	
	36
	-0.06
	7.36E-04

	GB18741-RA
	similar to CG10874-PA, isoform A
	CG10874
	CG10874 gene product from transcript CG10874-RA
	CCDC28B
	coiled-coil domain containing 28B
	6
	0.00
	7.38E-04

	GB11177-RA
	elongation factor 1-delta
	eEF1delta
	CG4912 gene product from transcript CG4912-RA
	EEF1B4
	eukaryotic translation elongation factor 1 beta 4 pseudogene
	14
	-0.20
	7.41E-04

	GB13696-RA
	similar to CG11178-PB, isoform B
	CG11178
	CG11178 gene product from transcript CG11178-RA
	AVL9
	AVL9 homolog (S. cerevisiase)
	22
	-0.49
	7.41E-04

	GB10065-RA
	G1/S-specific cyclin-E
	CycE
	Cyclin E
	CCNE1
	cyclin E1
	12
	-0.06
	7.43E-04

	GB16711-RA
	hemolectin
	Hml
	Hemolectin
	SSPO
	SCO-spondin homolog (Bos taurus)
	32
	-2.93
	7.43E-04

	GB14495-RA
	similar to heterogeneous nuclear ribonucleoprotein U-like 1
	CG30122
	CG30122 gene product from transcript CG30122-RB
	HNRNPUL
1
	heterogeneous nuclear ribonucleoprotein U-like 1
	26
	-0.20
	7.43E-04

	GB13094-RA
	similar to CG6184-PA, isoform A
	CG6184
	CG6184 gene product from transcript CG6184-RD
	
	
	5
	-2.10
	7.47E-04

	GB16435-RA
	
	Atf6
	CG3136 gene product from transcript CG3136-RA
	ATF6
	activating transcription factor 6
	7
	-0.02
	7.52E-04

	GB10436-RA
	similar to coro CG9446-PA, isoform A
	coro
	CG9446 gene product from transcript CG9446-RA
	CORO6
	coronin 6
	18
	-0.06
	7.52E-04

	GB12643-RA
	PDGF- and VEGF-related factor 1
	Pvf1
	PDGF- and VEGF-related factor 1
	
	
	9
	-0.48
	7.55E-04

	GB12666-RA
	alpha glucosidase 3
	CG30359
	CG30359 gene product from transcript CG30359-RA
	4507019
	
	5
	-0.41
	7.57E-04

	GB12752-RA
	similar to CG10890-PC, isoform C
	mus201
	mutagen-sensitive 201
	ERCC5
	excision repair cross-complementing rodent repair deficiency, complementation group 5
	22
	-0.16
	7.69E-04

	GB15603-RA
	nicotinate phosphoribosyltransferase
	CG3714
	CG3714 gene product from transcript CG3714-RC
	40255089
	
	20
	-0.06
	7.69E-04

	GB15730-RA
	similar to Lnk CG17367-PB, isoform B
	Lnk
	CG17367 gene product from transcript CG17367-RC
	SH2B1
	SH2B adaptor protein 1
	25
	-0.06
	7.69E-04

	GB15242-RA
	similar to CG4049-PA
	CG4049
	CG4049 gene product from transcript CG4049-RA
	24307995
	
	69
	-1.03
	7.72E-04

	GB11029-RA
	ribosomal protein L18
	RpL18
	Ribosomal protein L18
	RPL18
	ribosomal protein L18
	15
	0.07
	7.72E-04

	GB19638-RA
	
	
	
	
	
	18
	-1.74
	7.72E-04

	GB11877-RA
	
	
	
	
	
	6
	-1.80
	7.72E-04

	GB17067-RA
	similar to proteasome (prosome, macropain) activator subunit 4
	
	
	40788003
	
	22
	-1.52
	7.78E-04

	GB10969-RA
	similar to gem (nuclear organelle) associated protein 5
	rig
	rigor mortis
	GEMIN5
	gem (nuclear organelle) associated protein 5
	10
	-0.17
	7.78E-04

	GB16183-RA
	similar to BTG3 protein (Tob5 protein) (Abundant in neuroepithelium area protein)
	Tob
	CG9214 gene product from transcript CG9214-RA
	BTG3
	BTG family, member 3
	14
	-0.12
	7.98E-04

	GB15840-RA
	glycogen phosphorylase
	CG8475
	CG8475 gene product from transcript CG8475-RA
	PHKB
	phosphorylase kinase, beta
	14
	-0.16
	7.99E-04

	GB15535-RA
	similar to CG10338-PA
	CG10338
	CG10338 gene product from transcript CG10338-RA
	C16orf58
	chromosome 16 open reading frame 58
	11
	-4.75
	7.99E-04

	GB30510-RA
	
	CG8475
	CG8475 gene product from transcript CG8475-RA
	PHKB
	phosphorylase kinase, beta
	14
	-0.16
	7.99E-04

	GB17612-RB
	similar to Serine/threonine-protein phosphatase PP1-beta catalytic subunit (PP-1B)
	flw
	flap wing
	PPP1CB
	protein phosphatase 1, catalytic subunit, beta isozyme
	14
	-1.54
	8.07E-04

	GB17612-RA
	similar to Serine/threonine-protein phosphatase PP1-beta catalytic subunit (PP-1B)
	flw
	flap wing
	PPP1CB
	protein phosphatase 1, catalytic subunit, beta isozyme
	14
	-1.54
	8.07E-04

	GB12501-RA
	Magi protein
	Magi
	CG30388 gene product from transcript CG30388-RA
	MAGI2
	membrane associated guanylate kinase, WW and PDZ domain containing 2
	28
	-1.07
	8.15E-04

	GB11294-RA
	similar to CG3407-PA
	CG3407
	CG3407 gene product from transcript CG3407-RA
	ZNF544
	zinc finger protein 544
	6
	-3.83
	8.21E-04

	GB11691-RA
	similar to CG13624-PC, isoform C
	CG13624
	CG13624 gene product from transcript CG13624-RB
	C5orf41
	chromosome 5 open reading frame 41
	14
	-0.18
	8.27E-04

	GB17739-RA
	hypothetical LOC413161
	CG10376
	CG10376 gene product from transcript CG10376-RA
	PPM1E
	protein phosphatase, Mg2+/Mn2+ dependent, 1E
	24
	-0.69
	8.27E-04

	GB15464-RA
	argonaute 2
	AGO1
	Argonaute-1
	EIF2C2
	eukaryotic translation initiation factor 2C, 2
	28
	-0.09
	8.29E-04

	GB18509-RA
	
	pyx
	pyrexia
	TRPA1
	transient receptor potential cation channel, subfamily A, member 1
	8
	0.05
	8.38E-04

	GB12722-RA
	cullin-5
	cul-5
	cullin-5
	CUL5
	cullin 5
	25
	-0.13
	8.40E-04

	GB18147-RA
	similar to elongation protein 4 homolog
	CG6907
	CG6907 gene product from transcript CG6907-RA
	ELP4
	elongation protein 4 homolog (S. cerevisiae)
	8
	-0.10
	8.42E-04

	GB12696-RA
	
	l(1)G0045
	lethal (1) G0045
	POP1
	processing of precursor 1, ribonuclease P/MRP subunit (S. cerevisiae)
	10
	-0.30
	8.42E-04

	GB16071-RA
	abelson interacting protein
	Abi
	Abelson interacting protein
	ABI2
	abl-interactor 2
	19
	0.53
	8.42E-04

	GB17994-RA
	similar to Rab40 CG1900-PA, isoform A
	Rab40
	CG1900 gene product from transcript CG1900-RA
	RAB40C
	RAB40C, member RAS oncogene family
	15
	-0.08
	8.45E-04

	GB18026-RA
	similar to PI-3-kinase-related kinase SMG-1
	Smg1
	CG32743 gene product from transcript CG32743-RA
	SMG1
	SMG1 homolog, phosphatidylinositol 3-kinase-related kinase (C. elegans)
	66
	-1.36
	8.45E-04

	GB11201-RA
	eukaryotic translation initiation factor 3 subunit L
	CG5642
	CG5642 gene product from transcript CG5642-RA
	EIF3L
	eukaryotic translation initiation factor 3, subunit L
	9
	-0.18
	8.46E-04

	GB14577-RA
	chromatin-remodeling complex ATPase chain Iswi
	Iswi
	Imitation SWI
	SMARCA5
	SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily a, member 5
	19
	0.67
	8.58E-04

	GB17783-RA
	cell division control protein 2 cognate
	cdc2c
	CG10498 gene product from transcript CG10498-RC
	CDK3
	cyclin-dependent kinase 3
	10
	-0.07
	8.64E-04

	GB17820-RA
	origin recognition complex subunit 1
	Orc1
	Origin recognition complex subunit 1
	ORC1L
	origin recognition complex, subunit 1-like (S. cerevisiae)
	7
	-0.23
	8.73E-04

	GB10726-RA
	similar to DEAD (Asp-Glu-Ala-Asp) box polypeptide 5
	CG10077
	CG10077 gene product from transcript CG10077-RA
	DDX17
	DEAD (Asp-Glu-Ala-Asp) box polypeptide 17
	17
	-0.11
	8.75E-04

	GB13114-RA
	
	CG16989
	CG16989 gene product from transcript CG16989-RA
	HEATR6
	HEAT repeat containing 6
	7
	-0.19
	8.85E-04

	GB14953-RA
	transcription factor IIA L
	TfIIA-L
	Transcription factor IIA L
	GTF2A1
	general transcription factor IIA, 1, 19/37kDa
	5
	-0.22
	8.94E-04

	GB15266-RA
	similar to armadillo repeat containing 8
	
	
	ARMC8
	armadillo repeat containing 8
	20
	-0.42
	8.98E-04

	GB13337-RA
	similar to ring finger protein 153
	CG9855
	CG9855 gene product from transcript CG9855-RA
	38412
	membrane-associated ring finger (C3HC4) 5
	24
	1.12
	9.00E-04

	GB15983-RB
	absent, small, or homeotic discs 2
	ash2
	absent, small, or homeotic discs 2
	ASH2L
	ash2 (absent, small, or homeotic)-like (Drosophila)
	11
	-0.06
	9.01E-04

	GB15983-RA
	absent, small, or homeotic discs 2
	ash2
	absent, small, or homeotic discs 2
	ASH2L
	ash2 (absent, small, or homeotic)-like (Drosophila)
	11
	-0.06
	9.01E-04

	GB10509-RA
	Rab11 interacting protein
	l(1)G0003
	
	RAB11FIP
2
	RAB11 family interacting protein 2 (class I)
	32
	-1.65
	9.04E-04

	GB12050-RA
	similar to Zinc finger protein 192 (LD5-1)
	crol
	crooked legs
	ZNF845
	zinc finger protein 845
	42
	-0.39
	9.07E-04

	GB17342-RA
	similar to Protein FAN (Factor associated with N-SMase activation) (Factor associated with neutral sphingomyelinase activation)
	rg
	rugose
	NSMAF
	neutral sphingomyelinase (N-SMase) activation associated factor
	16
	-1.06
	9.13E-04

	GB19370-RA
	similar to Splicing factor 1 CG5836-PA
	SF1
	Splicing factor 1
	SF1
	splicing factor 1
	33
	-0.19
	9.30E-04

	GB12406-RA
	similar to CG12123-PA
	CG12123
	CG12123 gene product from transcript CG12123-RA
	
	
	5
	-2.13
	9.53E-04

	GB19647-RA
	
	CG12290
	CG12290 gene product from transcript CG12290-RA
	
	
	11
	1.70
	9.54E-04

	GB19296-RA
	similar to Rab-protein 2 CG3269-PA
	Rab2
	Rab-protein 2
	RAB2A
	RAB2A, member RAS oncogene family
	10
	-0.05
	9.59E-04

	GB14479-RA
	
	homer
	CG11324 gene product from transcript CG11324-RA
	HOMER2
	homer homolog 2 (Drosophila)
	11
	-0.12
	9.59E-04

	GB15377-RA
	similar to CG14722-PA
	CG14722
	CG14722 gene product from transcript CG14722-RA
	WDR55
	WD repeat domain 55
	5
	-0.22
	9.59E-04

	GB17348-RA
	p24-related-1
	p24-1
	p24-related-1
	TMED7
	transmembrane emp24 protein transport domain containing 7
	6
	-0.17
	9.66E-04

	GB16760-RA
	similar to ADP-ribosylation factor-like 6 interacting protein 4
	CG18428
	CG18428 gene product from transcript CG18428-RA
	ARL6IP4
	ADP-ribosylation-like factor 6 interacting protein 4
	13
	-0.07
	9.72E-04

	GB17672-RA
	glutathione S-transferase Z1
	CG9363
	CG9363 gene product from transcript CG9363-RB
	GSTZ1
	glutathione transferase zeta 1
	7
	0.06
	9.77E-04

	GB13728-RA
	similar to CG5414-PA
	CG5414
	CG5414 gene product from transcript CG5414-RB
	IARS2
	isoleucyl-tRNA synthetase 2, mitochondrial
	19
	-0.30
	1.02E-03

	GB15764-RA
	modifier of rudimentary
	mod(r)
	modifier of rudimentary
	VPS37A
	vacuolar protein sorting 37 homolog A (S. cerevisiae)
	9
	-3.91
	1.03E-03

	GB16832-RA
	similar to HEAT repeat-containing protein 1 (Protein BAP28)
	l(2)k09022
	lethal (2) k09022
	HEATR1
	HEAT repeat containing 1
	14
	-1.61
	1.04E-03

	GB12878-RA
	similar to dacapo CG1772-PA, isoform A
	dap
	dacapo
	
	
	11
	-0.37
	1.04E-03

	GB17889-RA
	connector of kinase to AP-1
	Cka
	Connector of kinase to AP-1
	STRN3
	striatin, calmodulin binding protein 3
	16
	-0.96
	1.04E-03

	GB12917-RA
	phosphatase nuclear targeting subunit
	PNUTS
	CG33526 gene product from transcript CG33526-RD
	PPP1R10
	protein phosphatase 1, regulatory (inhibitor) subunit 10
	15
	-0.05
	1.04E-03

	GB13346-RA
	similar to SLIT-ROBO Rho GTPase-activating protein 1
	RhoGAP
92B
	CG4755 gene product from transcript CG4755-RA
	SRGAP3
	SLIT-ROBO Rho GTPase activating protein 3
	24
	-0.09
	1.05E-03

	GB18006-RA
	
	loqs
	loquacious
	TARBP2
	TAR (HIV-1) RNA binding protein 2
	19
	-0.02
	1.05E-03

	GB11117-RA
	similar to LRP16 protein
	CG18812
	CG18812 gene product from transcript CG18812-RC
	MACROD2
	MACRO domain containing 2
	5
	-0.17
	1.05E-03

	GB16375-RA
	LMBR1 domain-containing protein 2 homolog
	CG8135
	CG8135 gene product from transcript CG8135-RA
	LMBRD2
	LMBR1 domain containing 2
	13
	-0.18
	1.05E-03

	GB17899-RA
	similar to phosphatidylinositol glycan, class N
	CG2292
	CG2292 gene product from transcript CG2292-RA
	PIGN
	phosphatidylinositol glycan anchor biosynthesis, class N
	12
	-0.13
	1.06E-03

	GB14727-RA
	nucleoporin 154
	Nup154
	CG4579 gene product from transcript CG4579-RB
	NUP155
	nucleoporin 155kDa
	30
	0.02
	1.06E-03

	GB16379-RA
	similar to CG31137-PC, isoform C
	twin
	CG31137 gene product from transcript CG31137-RB
	CNOT6
	CCR4-NOT transcription complex, subunit 6
	10
	-0.12
	1.06E-03

	GB19276-RA
	thioredoxin 1-like 3
	CG9911
	CG9911 gene product from transcript CG9911-RD
	ERP44
	endoplasmic reticulum protein 44
	16
	-0.15
	1.06E-03

	GB14862-RA
	similar to potassium channel modulatory factor 1
	CG11984
	CG11984 gene product from transcript CG11984-RD
	KCMF1
	potassium channel modulatory factor 1
	38
	0.05
	1.06E-03

	GB18880-RA
	similar to microtubule associated serine/threonine kinase 2
	CG6498
	CG6498 gene product from transcript CG6498-RA
	MAST3
	microtubule associated serine/threonine kinase 3
	48
	0.35
	1.08E-03

	GB14569-RA
	extra bases
	exba
	extra bases
	BZW1L1
	basic leucine zipper and W2 domains 1 like 1
	12
	-0.05
	1.08E-03

	GB10372-RA
	
	shf
	shifted
	WIF1
	WNT inhibitory factor 1
	8
	-0.06
	1.08E-03

	GB15731-RA
	
	CG5498
	CG5498 gene product from transcript CG5498-RB
	CHMP7
	CHMP family, member 7
	8
	-1.15
	1.09E-03

	GB10944-RA
	mitochondrial ribosomal protein L22
	mRpL22
	mitochondrial ribosomal protein L22
	MRPL22
	mitochondrial ribosomal protein L22
	11
	-1.15
	1.11E-03

	GB10581-RA
	ATP-binding cassette, sub-family B, member 10
	CG3156
	CG3156 gene product from transcript CG3156-RA
	9961244
	
	6
	-0.34
	1.11E-03

	GB10977-RA
	nucleoporin 62kDa
	Nup62
	CG6251 gene product from transcript CG6251-RA
	NUP62
	nucleoporin 62kDa
	9
	-2.13
	1.12E-03

	GB11778-RA
	THO complex 2
	tho2
	CG31671 gene product from transcript CG31671-RA
	THOC2
	THO complex 2
	33
	-0.13
	1.12E-03

	GB11114-RA
	similar to CG7154-PA
	CG7154
	CG7154 gene product from transcript CG7154-RA
	BRD7
	bromodomain containing 7
	20
	-0.08
	1.13E-03

	GB17027-RA
	similar to CG8777-PA
	CG8777
	CG8777 gene product from transcript CG8777-RA
	TTC37
	tetratricopeptide repeat domain 37
	14
	-2.17
	1.13E-03

	GB19072-RA
	similar to CG8230-PA
	CG8230
	CG8230 gene product from transcript CG8230-RA
	DYM
	dymeclin
	6
	-1.10
	1.13E-03

	GB16451-RA
	extended synaptotagmin-like protein 2
	CG6643
	CG6643 gene product from transcript CG6643-RA
	ESYT3
	extended synaptotagmin-like protein 3
	25
	-0.22
	1.13E-03

	GB19283-RA
	similar to Calcineurin subunit B isoform 2 (Protein phosphatase 2B regulatory subunit)
	CanB
	Calcineurin B
	PPP3R1
	protein phosphatase 3, regulatory subunit B, alpha
	5
	-0.27
	1.13E-03

	GB18887-RA
	
	CG8370
	CG8370 gene product from transcript CG8370-RA
	TMEM131
	transmembrane protein 131
	42
	-2.34
	1.17E-03

	GB11423-RA
	casein kinase II alpha subunit
	CkIIalpha
	Casein kinase II alpha subunit
	CSNK2A1
	casein kinase 2, alpha 1 polypeptide
	12
	-0.09
	1.18E-03

	GB10491-RA
	burgundy
	bur
	burgundy
	GMPS
	guanine monphosphate synthetase
	22
	-0.61
	1.21E-03

	GB18035-RA
	similar to CG7222-PA
	CG7222
	CG7222 gene product from transcript CG7222-RA
	PPPDE1
	PPPDE peptidase domain containing 1
	6
	-0.09
	1.22E-03

	GB30225-RA
	
	gro
	groucho
	TLE4
	transducin-like enhancer of split 4 (E(sp1) homolog, Drosophila)
	6
	7.19
	1.22E-03

	GB12912-RA
	mutagen-sensitive 308
	mus308
	mutagen-sensitive 308
	POLQ
	polymerase (DNA directed), theta
	24
	-3.29
	1.22E-03

	GB17308-RA
	mitochondrial Rho
	Miro
	Mitochondrial Rho
	RHOT1
	ras homolog gene family, member T1
	24
	0.22
	1.23E-03

	GB19969-RA
	similar to CG14648-PA, isoform A
	growl
	CG14648 gene product from transcript CG14648-RA
	MTHFSD
	methenyltetrahydrofolate synthetase domain containing
	5
	-0.18
	1.23E-03

	GB12867-RA
	similar to PRIP-interacting protein PIPMT
	CG31241
	
	TGS1
	trimethylguanosine synthase 1
	22
	1.73
	1.23E-03

	GB14156-RA
	no mechanoreceptor potential B
	nompB
	no mechanoreceptor potential B
	IFT88
	intraflagellar transport 88 homolog (Chlamydomonas)
	20
	-0.11
	1.23E-03

	GB14892-RA
	
	CG9865
	CG9865 gene product from transcript CG9865-RA
	PIGM
	phosphatidylinositol glycan anchor biosynthesis, class M
	16
	0.19
	1.25E-03

	GB12559-RA
	hypothetical LOC552171
	
	
	
	
	9
	-0.06
	1.26E-03

	GB13668-RA
	hypothetical LOC552675
	
	
	
	
	10
	-0.10
	1.27E-03

	GB14442-RA
	similar to CG2277-PA
	CG2277
	CG2277 gene product from transcript CG2277-RA
	NT5DC1
	5'-nucleotidase domain containing 1
	8
	-0.19
	1.30E-03

	GB10685-RA
	similar to nervy CG3385-PA
	CG10681
	CG10681 gene product from transcript CG10681-RA
	C19orf50
	chromosome 19 open reading frame 50
	10
	-0.08
	1.32E-03

	GB13035-RA
	
	CG1599
	CG1599 gene product from transcript CG1599-RA
	VAMP7
	vesicle-associated membrane protein 7
	10
	0.37
	1.33E-03

	GB12534-RA
	similar to regulator of chromosome condensation (RCC1) and BTB (POZ) domain containing protein 1
	CG9153
	CG9153 gene product from transcript CG9153-RB
	RCBTB1
	regulator of chromosome condensation (RCC1) and BTB (POZ) domain containing protein 1
	12
	-0.13
	1.33E-03

	GB12310-RA
	
	
	
	
	
	8
	-7.98
	1.34E-03

	GB17241-RA
	
	
	
	
	
	21
	5.00
	1.34E-03

	GB15396-RA
	similar to Protein FAM8A1 (Autosomal highly conserved protein)
	
	
	
	
	5
	-0.12
	1.34E-03

	GB15694-RA
	similar to ubiquitin specific protease 8
	CG5798
	CG5798 gene product from transcript CG5798-RA
	41281376
	
	22
	-1.46
	1.34E-03

	GB13528-RA
	similar to WD repeat domain 75
	CG12050
	CG12050 gene product from transcript CG12050-RB
	WDR75
	WD repeat domain 75
	19
	-2.17
	1.34E-03

	GB14835-RA
	
	CG6607
	CG6607 gene product from transcript CG6607-RA
	KLRAQ1
	KLRAQ motif containing 1
	18
	-0.04
	1.37E-03

	GB17777-RA
	
	CG4644
	CG4644 gene product from transcript CG4644-RA
	POLRMT
	polymerase (RNA) mitochondrial (DNA directed)
	12
	-0.71
	1.38E-03

	GB30197-RA
	
	spen
	split ends
	SPEN
	spen homolog, transcriptional regulator (Drosophila)
	46
	-0.32
	1.38E-03

	GB12306-RA
	similar to CG32046-PA, isoform A
	
	
	
	
	45
	1.41
	1.38E-03

	GB10633-RA
	similar to lola like CG5738-PA, isoform A
	lolal
	lola like
	KLHL24
	kelch-like 24 (Drosophila)
	10
	-0.09
	1.38E-03

	GB15767-RA
	similar to CG4729-PA, isoform A
	CG4729
	CG4729 gene product from transcript CG4729-RA
	AGPAT3
	1-acylglycerol-3-phosphate O-acyltransferase 3
	8
	0.13
	1.39E-03

	GB18357-RA
	
	Gfat1
	Glutamine:fructose-6-phosphate aminotransferase 1
	GFPT2
	glutamine-fructose-6-phosphate transaminase 2
	6
	-3.57
	1.40E-03

	GB17081-RA
	ubiquitin-specific protease 7
	Usp7
	ubiquitin-specific protease 7
	USP7
	ubiquitin specific peptidase 7 (herpes virus-associated)
	52
	-0.66
	1.41E-03

	GB17227-RA
	
	Nmnat
	Nicotinamide mononucleotide adenylytransferase
	NMNAT1
	nicotinamide nucleotide adenylyltransferase 1
	10
	-1.22
	1.42E-03

	GB12459-RA
	similar to CG6053-PA
	CG6053
	CG6053 gene product from transcript CG6053-RB
	DNAI2
	dynein, axonemal, intermediate chain 2
	24
	-2.01
	1.43E-03

	GB16860-RA
	similar to ubiquitin-like, containing PHD and RING finger domains, 1
	CG5591
	CG5591 gene product from transcript CG5591-RA
	UHRF1
	ubiquitin-like with PHD and ring finger domains 1
	5
	-0.15
	1.45E-03

	GB30288-RA
	
	Esp
	Epidermal stripes and patches
	AXIN1
	axin 1
	51
	0.29
	1.45E-03

	GB11598-RA
	similar to Heterogeneous nuclear ribonucleoprotein at 87F CG12749-PB, isoform B
	Hrb98DE
	Heterogeneous nuclear ribonucleoprotein at 98DE
	HNRNP
A2B1
	heterogeneous nuclear ribonucleoprotein A2/B1
	21
	0.17
	1.45E-03

	GB18721-RA
	similar to CG4329-PA, isoform A
	CG4329
	CG4329 gene product from transcript CG4329-RB
	WDR65
	WD repeat domain 65
	16
	0.86
	1.47E-03

	GB17523-RA
	similar to CG5899-PA, isoform A
	CG5899
	CG5899 gene product from transcript CG5899-RA
	14149730
	
	16
	-1.23
	1.48E-03

	GB11003-RA
	similar to Pantothenate kinase 4 (Pantothenic acid kinase 4) (hPanK4)
	CG5828
	CG5828 gene product from transcript CG5828-RA
	PANK4
	pantothenate kinase 4
	18
	-0.27
	1.49E-03

	GB11274-RA
	similar to thyroid hormone receptor interactor 4
	CG11710
	CG11710 gene product from transcript CG11710-RB
	TRIP4
	thyroid hormone receptor interactor 4
	6
	-0.14
	1.52E-03

	GB17060-RA
	similar to CG15735-PA
	CG15735
	CG15735 gene product from transcript CG15735-RA
	LSM12
	LSM12 homolog (S. cerevisiae)
	10
	-0.14
	1.54E-03

	GB15901-RA
	transcription initiation factor TFIID subunit 5
	Taf5
	TBP-associated factor 5
	TAF5
	TAF5 RNA polymerase II, TATA box binding protein (TBP)-associated factor, 100kDa
	12
	-1.13
	1.54E-03

	GB18195-RA
	similar to DNA replication licensing factor Mcm2 (Minichromosome maintenance 2 protein) (DmMCM2)
	Mcm2
	Minichromosome maintenance 2
	MCM2
	minichromosome maintenance complex component 2
	15
	-3.04
	1.57E-03

	GB20004-RA
	similar to General transcription factor 3C polypeptide 3 (Transcription factor IIIC-gamma subunit) (TF3C-gamma) (TFIIIC 102 kDa subunit) (TFIIIC102)
	CG8950
	CG8950 gene product from transcript CG8950-RA
	GTF3C3
	general transcription factor IIIC, polypeptide 3, 102kDa
	13
	-0.09
	1.58E-03

	GB19915-RA
	dimethyladenosine transferase
	CG11837
	CG11837 gene product from transcript CG11837-RA
	DIMT1L
	DIM1 dimethyladenosine transferase 1-like (S. cerevisiae)
	9
	-0.07
	1.58E-03

	GB11671-RA
	similar to DEAH (Asp-Glu-Ala-His) box polypeptide 36
	CG9323
	CG9323 gene product from transcript CG9323-RA
	DHX57
	DEAH (Asp-Glu-Ala-Asp/His) box polypeptide 57
	11
	-2.18
	1.58E-03

	GB17859-RA
	similar to CG5705-PA
	CG5705
	CG5705 gene product from transcript CG5705-RA
	19923495
	
	7
	-0.17
	1.58E-03

	GB13726-RA
	
	
	
	
	
	12
	-0.04
	1.59E-03

	GB10859-RA
	NADH dehydrogenase [ubiqui] iron-sulfur protein 7, mitochondrial
	CG9172
	CG9172 gene product from transcript CG9172-RA
	38524585
	
	7
	-0.08
	1.60E-03

	GB14072-RA
	similar to CG5555-PA
	CG5555
	CG5555 gene product from transcript CG5555-RA
	10800417
	
	15
	-0.58
	1.60E-03

	GB14093-RA
	similar to CG17509-PA
	pds5
	CG17509 gene product from transcript CG17509-RA
	PDS5B
	PDS5, regulator of cohesion maintenance, homolog B (S. cerevisiae)
	20
	-1.02
	1.62E-03

	GB19602-RA
	similar to amino acid transporter
	CG30394
	CG30394 gene product from transcript CG30394-RA
	SLC38A7
	solute carrier family 38, member 7
	10
	0.05
	1.62E-03

	GB14504-RA
	
	
	
	
	
	9
	-0.10
	1.64E-03

	GB10263-RA
	similar to CG11983-PA
	CG11983
	CG11983 gene product from transcript CG11983-RA
	
	
	6
	-0.09
	1.65E-03

	GB10390-RA
	proteasome 25kD subunit
	Pros25
	Proteasome 25kD subunit
	PSMA2
	proteasome (prosome, macropain) subunit, alpha type, 2
	8
	-0.09
	1.65E-03

	GB11056-RA
	phosphoglycerate kinase
	Pgk
	Phosphoglycerate kinase
	PGK1
	phosphoglycerate kinase 1
	9
	-0.02
	1.65E-03

	GB14220-RA
	peptide-N(4)-(N-acetyl-beta-glucosaminyl)asparagine amidase
	PNGase
	CG7865 gene product from transcript CG7865-RB
	NGLY1
	N-glycanase 1
	23
	-0.05
	1.66E-03

	GB20140-RA
	similar to CG6049-PA, isoform A
	CG6049
	CG6049 gene product from transcript CG6049-RB
	HTATSF1
	HIV-1 Tat specific factor 1
	21
	-1.03
	1.66E-03

	GB20046-RA
	similar to CG1907-PA
	CG1907
	CG1907 gene product from transcript CG1907-RA
	SLC25A11
	solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier), member 11
	11
	-0.02
	1.66E-03

	GB17617-RA
	fruitless
	fru
	fruitless
	KLHL20
	kelch-like 20 (Drosophila)
	31
	-0.03
	1.67E-03

	GB16946-RA
	similar to CG8241-PA
	pea
	peanuts
	DHX8
	DEAH (Asp-Glu-Ala-His) box polypeptide 8
	9
	-3.54
	1.68E-03

	GB18167-RA
	similar to endoplasmic reticulum chaperone SIL1 homolog
	CG10420
	CG10420 gene product from transcript CG10420-RA
	SIL1
	SIL1 homolog, endoplasmic reticulum chaperone (S. cerevisiae)
	6
	-0.20
	1.69E-03

	GB18643-RA
	dynein heavy chain 64C-like protein
	Dhc64C
	Dynein heavy chain 64C
	DYNC1H1
	dynein, cytoplasmic 1, heavy chain 1
	17
	0.25
	1.69E-03

	GB13384-RA
	similar to CG5098-PA
	CG5098
	CG5098 gene product from transcript CG5098-RA
	RAI1
	retinoic acid induced 1
	34
	0.88
	1.70E-03

	GB16260-RA
	hypothetical LOC408570
	
	
	
	
	14
	-1.35
	1.71E-03

	GB14183-RA
	similar to restin isoform b
	CLIP-190
	Cytoplasmic linker protein 190
	CLIP1
	CAP-GLY domain containing linker protein 1
	27
	-1.39
	1.71E-03

	GB16140-RA
	similar to CG8929-PC, isoform C
	CG8929
	CG8929 gene product from transcript CG8929-RB
	
	
	27
	-0.23
	1.72E-03

	GB16109-RA
	GTP-binding protein Rheb homolog
	Rheb
	CG1081 gene product from transcript CG1081-RA
	RHEB
	Ras homolog enriched in brain
	11
	-0.02
	1.72E-03

	GB17695-RA
	Ranbp21 protein
	Ranbp21
	CG12234 gene product from transcript CG12234-RA
	XPO5
	exportin 5
	39
	1.21
	1.72E-03

	GB15704-RA
	similar to CG13708-PA
	CG13708
	CG13708 gene product from transcript CG13708-RA
	LRRC49
	leucine rich repeat containing 49
	17
	-1.76
	1.74E-03

	GB19430-RA
	hypothetical LOC551564
	
	
	
	
	6
	-3.78
	1.75E-03

	GB12308-RA
	similar to CG11009-PA
	CG11009
	CG11009 gene product from transcript CG11009-RA
	WBP2
	WW domain binding protein 2
	10
	0.07
	1.75E-03

	GB11453-RA
	similar to CG11063-PB
	CG11063
	CG11063 gene product from transcript CG11063-RB
	WTIP
	Wilms tumor 1 interacting protein
	17
	-0.05
	1.77E-03

	GB15119-RA
	similar to beta-tubulin cofactor C
	CG31961
	CG31961 gene product from transcript CG31961-RA
	TBCC
	tubulin folding cofactor C
	8
	-0.19
	1.79E-03

	GB13282-RA
	similar to Stretchin-Mlck CG18255-PA, isoform A
	Strn-Mlck
	Stretchin-Mlck
	109148533
	
	32
	-3.75
	1.80E-03

	GB19039-RA
	saxophone
	sax
	saxophone
	ACVR1
	activin A receptor, type I
	7
	-0.15
	1.80E-03

	GB14064-RA
	solute carrier family 35 member E1 homolog
	CG14621
	CG14621 gene product from transcript CG14621-RA
	19923607
	
	10
	-0.06
	1.81E-03

	GB17305-RA
	similar to Nuclear migration protein nudC (Nuclear distribution protein C homolog) (Silica-induced gene 92 protein) (SIG-92)
	nudC
	CG9710 gene product from transcript CG9710-RA
	NUDC
	nuclear distribution gene C homolog (A. nidulans)
	13
	-0.57
	1.83E-03

	GB20030-RA
	similar to Coproporphyrinogen III oxidase (Coproporphyrinogenase) (Coprogen oxidase) (COX)
	Coprox
	Coproporphyrinogen oxidase
	CPOX
	coproporphyrinogen oxidase
	10
	-0.02
	1.84E-03

	GB15706-RA
	chromatin assembly factor 1 subunit A
	Caf1-180
	CG12109 gene product from transcript CG12109-RB
	
	
	24
	-0.10
	1.84E-03

	GB16458-RA
	similar to lin-9 homolog
	mip130
	Myb-interacting protein 130
	LIN9
	lin-9 homolog (C. elegans)
	13
	-1.63
	1.84E-03

	GB15209-RA
	
	hkl
	hook-like
	ACIN1
	apoptotic chromatin condensation inducer 1
	20
	0.13
	1.84E-03

	GB18347-RA
	similar to Protein FAM60A (Tera protein)
	CG4068
	CG4068 gene product from transcript CG4068-RC
	FAM60A
	family with sequence similarity 60, member A
	14
	-0.04
	1.84E-03

	GB19444-RA
	similar to NADPH--cytochrome P450 reductase (CPR) (P450R)
	Cpr
	Cytochrome P450 reductase
	POR
	P450 (cytochrome) oxidoreductase
	13
	-0.13
	1.92E-03

	GB17244-RA
	similar to coenzyme Q6 homolog
	CG7277
	CG7277 gene product from transcript CG7277-RA
	COQ6
	coenzyme Q6 homolog, monooxygenase (S. cerevisiae)
	19
	0.00
	1.96E-03

	GB10854-RA
	similar to -Esterase-7 CG1112-PA, isoform A
	CG10175
	CG10175 gene product from transcript CG10175-RB
	NLGN1
	neuroligin 1
	8
	-2.91
	1.97E-03

	GB17742-RA
	similar to CG8032-PA
	CG8032
	CG8032 gene product from transcript CG8032-RA
	PAOX
	polyamine oxidase (exo-N4-amino)
	11
	-0.06
	1.97E-03

	GB15712-RA
	hypothetical protein LOC724470
	CG32662
	CG32662 gene product from transcript CG32662-RA
	EEA1
	early endosome antigen 1
	14
	-0.11
	1.98E-03

	GB16452-RA
	similar to CG5525-PA
	CG5525
	CG5525 gene product from transcript CG5525-RA
	CCT4
	chaperonin containing TCP1, subunit 4 (delta)
	20
	0.10
	1.99E-03

	GB16120-RA
	belphegor
	bor
	belphegor
	ATAD3A
	ATPase family, AAA domain containing 3A
	18
	-0.08
	2.03E-03

	GB13447-RA
	
	CG31224
	CG31224 gene product from transcript CG31224-RA
	47271360
	
	43
	0.40
	2.03E-03

	GB18194-RA
	nucleoporin 50kDa
	CG2158
	CG2158 gene product from transcript CG2158-RA
	NUP50
	nucleoporin 50kDa
	12
	-0.11
	2.04E-03

	GB14737-RA
	transport and golgi organization 11
	Tango11
	Transport and Golgi organization
	
	
	8
	-0.10
	2.06E-03

	GB17610-RA
	epidermal growth factor receptor pathway substrate clone 15
	Eps-15
	Epidermal growth factor receptor pathway substrate clone 15
	EPS15L1
	epidermal growth factor receptor pathway substrate 15-like 1
	22
	-0.44
	2.06E-03

	GB12902-RA
	similar to CG7332-PA
	CG7332
	CG7332 gene product from transcript CG7332-RA
	FAM188A
	family with sequence similarity 188, member A
	10
	-0.33
	2.06E-03

	GB18765-RA
	similar to nicalin
	CG4972
	CG4972 gene product from transcript CG4972-RA
	NCLN
	nicalin homolog (zebrafish)
	8
	-0.41
	2.07E-03

	GB14810-RA
	similar to DNA excision repair protein ERCC-6 (ATP-dependent helicase ERCC6) (Cockayne syndrome protein CSB)
	Iswi
	Imitation SWI
	ERCC6
	excision repair cross-complementing rodent repair deficiency, complementation group 6
	19
	0.08
	2.09E-03

	GB12847-RA
	similar to CG31120-PA, isoform A
	CG31120
	CG31120 gene product from transcript CG31120-RB
	OGFOD1
	2-oxoglutarate and iron-dependent oxygenase domain containing 1
	8
	-0.08
	2.10E-03

	GB18857-RB
	similar to SF2 CG6987-PA
	SF2
	CG6987 gene product from transcript CG6987-RA
	SRSF1
	serine/arginine-rich splicing factor 1
	25
	0.05
	2.10E-03

	GB10599-RA
	similar to muscle RAS oncogene homolog
	Ras64B
	Ras oncogene at 64B
	MRAS
	muscle RAS oncogene homolog
	8
	-0.12
	2.10E-03

	GB18629-RA
	similar to CG12267-PA
	CG12267
	CG12267 gene product from transcript CG12267-RA
	POLR3C
	polymerase (RNA) III (DNA directed) polypeptide C (62kD)
	18
	-0.49
	2.12E-03

	GB15130-RA
	
	CG11033
	CG11033 gene product from transcript CG11033-RB
	DNMT1
	DNA (cytosine-5-)-methyltransferase 1
	16
	-0.85
	2.14E-03

	GB17967-RA
	similar to lethal (3) s1921 CG2245-PA
	l(3)s1921
	lethal (3) s1921
	DOHH
	deoxyhypusine hydroxylase/monooxygenase
	7
	-0.22
	2.16E-03

	GB14041-RA
	
	Chi
	Chip
	LDB1
	LIM domain binding 1
	19
	-1.73
	2.18E-03

	GB19416-RA
	similar to elongation factor Tu GTP binding domain containing 1
	CG33158
	CG33158 gene product from transcript CG33158-RB
	EFTUD1
	elongation factor Tu GTP binding domain containing 1
	17
	-0.07
	2.18E-03

	GB30239-RA
	
	Chi
	Chip
	LDB1
	LIM domain binding 1
	19
	-1.73
	2.18E-03

	GB30239-RB
	
	Chi
	Chip
	LDB1
	LIM domain binding 1
	19
	-1.73
	2.18E-03

	GB13158-RA
	similar to CTD-binding SR-like protein rA9
	CG2926
	CG2926 gene product from transcript CG2926-RA
	PHRF1
	PHD and ring finger domains 1
	36
	-0.55
	2.18E-03

	GB14074-RA
	similar to CG11986-PA
	CG11986
	CG11986 gene product from transcript CG11986-RA
	C3orf37
	chromosome 3 open reading frame 37
	11
	-1.82
	2.18E-03

	GB11924-RA
	
	pho
	pleiohomeotic
	YY1
	YY1 transcription factor
	7
	-0.05
	2.20E-03

	GB10272-RA
	eukaryotic translation initiation factor 3 subunit G-1
	CG8636
	CG8636 gene product from transcript CG8636-RA
	EIF3G
	eukaryotic translation initiation factor 3, subunit G
	12
	-0.14
	2.21E-03

	GB14154-RA
	Zn72D protein
	Zn72D
	CG5215 gene product from transcript CG5215-RA
	ZFR
	zinc finger RNA binding protein
	54
	-1.97
	2.22E-03

	GB16850-RA
	similar to lemur tyrosine kinase 3
	Ror
	CG4926 gene product from transcript CG4926-RA
	LMTK2
	lemur tyrosine kinase 2
	15
	0.45
	2.22E-03

	GB12140-RA
	ribosomal protein S18
	RpS18
	Ribosomal protein S18
	169168597
	
	15
	-0.07
	2.22E-03

	GB10245-RA
	similar to CG2218-PA
	CG2218
	CG2218 gene product from transcript CG2218-RA
	UBOX5
	U-box domain containing 5
	11
	-0.11
	2.27E-03

	GB11529-RA
	
	CG15125
	CG15125 gene product from transcript CG15125-RA
	
	
	5
	0.00
	2.27E-03

	GB12307-RA
	similar to CG5087-PA
	CG5087
	CG5087 gene product from transcript CG5087-RA
	UBE3B
	ubiquitin protein ligase E3B
	15
	-0.20
	2.28E-03

	GB11004-RA
	similar to simjang CG32067-PC, isoform C
	simj
	simjang
	GATAD2B
	GATA zinc finger domain containing 2B
	54
	-1.09
	2.29E-03

	GB11120-RA
	similar to ubiquitin-like 7
	
	
	UBL7
	ubiquitin-like 7 (bone marrow stromal cell-derived)
	5
	-0.21
	2.30E-03

	GB13911-RA
	similar to zinc finger protein 658
	crol
	crooked legs
	ZNF658
	zinc finger protein 658
	20
	-0.17
	2.31E-03

	GB30309-RA
	
	crol
	crooked legs
	ZNF658
	zinc finger protein 658
	20
	-0.17
	2.31E-03

	GB13427-RA
	similar to CG17337-PA
	CG17337
	CG17337 gene product from transcript CG17337-RA
	CNDP2
	CNDP dipeptidase 2 (metallopeptidase M20 family)
	5
	0.00
	2.31E-03

	GB11272-RA
	beta subunit of type II geranylgeranyl transferase
	betaggt-II
	beta subunit of type II geranylgeranyl transferase
	RABGGTB
	Rab geranylgeranyltransferase, beta subunit
	6
	-0.16
	2.32E-03

	GB11971-RA
	similar to CG12702-PA
	CG12702
	CG12702 gene product from transcript CG12702-RA
	24308239
	
	16
	-0.09
	2.35E-03

	GB14053-RA
	DNA primase large subunit
	DNAprim
	
	PRIM2
	primase, DNA, polypeptide 2 (58kDa)
	9
	-0.01
	2.37E-03

	GB14139-RA
	dosage compensation regulator maleless
	mle
	maleless
	DHX9
	DEAH (Asp-Glu-Ala-His) box polypeptide 9
	28
	0.46
	2.39E-03

	GB30402-RA
	
	CG5602
	CG5602 gene product from transcript CG5602-RA
	LIG1
	ligase I, DNA, ATP-dependent
	16
	-3.50
	2.40E-03

	GB30096-RA
	
	simj
	simjang
	GATAD2B
	GATA zinc finger domain containing 2B
	22
	0.11
	2.40E-03

	GB10691-RA
	egalitarian
	egl
	egalitarian
	EXD1
	exonuclease 3'-5' domain containing 1
	14
	2.45
	2.41E-03

	GB17551-RA
	
	
	
	
	
	11
	-1.94
	2.42E-03

	GB14710-RA
	venom serine carboxypeptidase
	CG4572
	CG4572 gene product from transcript CG4572-RA
	CPVL
	carboxypeptidase, vitellogenic-like
	14
	-0.07
	2.42E-03

	GB20093-RA
	similar to Gef26 CG9491-PA
	Gef26
	CG9491 gene product from transcript CG9491-RB
	RAPGEF2
	Rap guanine nucleotide exchange factor (GEF) 2
	27
	0.21
	2.42E-03

	GB10570-RA
	similar to CG13390-PA
	CG13390
	CG13390 gene product from transcript CG13390-RA
	GTPBP5
	GTP binding protein 5 (putative)
	10
	-0.09
	2.44E-03

	GB15108-RA
	SNF1A/AMP-activated protein kinase
	SNF1A
	SNF1A/AMP-activated protein kinase
	PRKAA2
	protein kinase, AMP-activated, alpha 2 catalytic subunit
	9
	-0.09
	2.46E-03

	GB14135-RA
	similar to TAF10 RNA polymerase II, TATA box binding protein (TBP)-associated factor
	Taf10
	TBP-associated factor 10
	TAF10
	TAF10 RNA polymerase II, TATA box binding protein (TBP)-associated factor, 30kDa
	8
	-0.15
	2.46E-03

	GB11232-RA
	similar to CG7457-PA
	CG7457
	CG7457 gene product from transcript CG7457-RA
	34304358
	
	26
	-0.25
	2.46E-03

	GB14078-RA
	
	
	
	
	
	13
	-0.08
	2.46E-03

	GB18655-RA
	
	sub
	subito
	KIF20A
	kinesin family member 20A
	20
	-1.02
	2.46E-03

	GB18959-RA
	mediator of RNA polymerase II transcription subunit 17
	MED17
	Mediator complex subunit 17
	MED17
	mediator complex subunit 17
	6
	-3.50
	2.48E-03

	GB16928-RA
	N-acetylglucosaminyltransferase
	Mgat1
	UDP-GlcNAc:a-3-D-mannoside-beta-1,2-N-acetylglucosaminyltransferase I
	4505161
	
	14
	-0.12
	2.48E-03

	GB11357-RA
	pita protein
	pita
	CG3941 gene product from transcript CG3941-RA
	ZNF567
	zinc finger protein 567
	53
	0.34
	2.53E-03

	GB11846-RA
	immunoglobulin-like and fibronectin type III domain containing 7
	Nrg
	Neuroglian
	NRCAM
	neuronal cell adhesion molecule
	37
	-2.41
	2.54E-03

	GB19241-RA
	similar to CG3880-PA
	CG3880
	CG3880 gene product from transcript CG3880-RA
	30425366
	
	19
	-0.44
	2.54E-03

	GB17887-RA
	similar to polyribonucleotide nucleotidyltransferase 1
	CG11337
	CG11337 gene product from transcript CG11337-RD
	24308348
	
	14
	-1.65
	2.54E-03

	GB18936-RA
	similar to mei-P26 CG12218-PA
	mei-P26
	CG12218 gene product from transcript CG12218-RA
	TRIM45
	tripartite motif-containing 45
	28
	-0.12
	2.54E-03

	GB10904-RA
	similar to CG7985-PA
	CG7985
	CG7985 gene product from transcript CG7985-RA
	HEXDC
	hexosaminidase (glycosyl hydrolase family 20, catalytic domain) containing
	11
	-0.07
	2.54E-03

	GB19376-RA
	
	CG6038
	CG6038 gene product from transcript CG6038-RA
	
	
	5
	-0.14
	2.54E-03

	GB19086-RA
	
	
	
	
	
	5
	-0.12
	2.54E-03

	GB15374-RA
	similar to Dgp-1 CG5729-PB, isoform B
	Dgp-1
	CG5729 gene product from transcript CG5729-RA
	GTPBP1
	GTP binding protein 1
	5
	-0.12
	2.54E-03

	GB18758-RA
	hypothetical protein LOC725685
	
	
	TUBGCP5
	tubulin, gamma complex associated protein 5
	11
	-0.20
	2.55E-03

	GB11911-RA
	DNA topoisomerase 2
	Top2
	Topoisomerase 2
	TOP2B
	topoisomerase (DNA) II beta 180kDa
	26
	-0.17
	2.56E-03

	GB10818-RA
	
	
	
	
	
	18
	-0.04
	2.58E-03

	GB19788-RA
	similar to ankyrin repeat domain 50
	CG10011
	CG10011 gene product from transcript CG10011-RA
	ANKRD50
	ankyrin repeat domain 50
	29
	0.11
	2.61E-03

	GB20099-RA
	similar to tetratricopeptide repeat domain 12
	CG6980
	CG6980 gene product from transcript CG6980-RA
	TTC12
	tetratricopeptide repeat domain 12
	8
	-0.14
	2.61E-03

	GB14925-RA
	similar to Cdc42 CG12530-PA, isoform A
	Cdc42
	CG12530 gene product from transcript CG12530-RA
	CDC42
	cell division cycle 42 (GTP binding protein, 25kDa)
	6
	-0.12
	2.64E-03

	GB30533-RB
	
	
	
	BARD1
	BRCA1 associated RING domain 1
	6
	-0.16
	2.65E-03

	GB30533-RA
	
	
	
	BARD1
	BRCA1 associated RING domain 1
	6
	-0.16
	2.65E-03

	GB13128-RA
	gamma-tubulin ring protein 84
	Grip84
	gamma-tubulin ring protein 84
	TUBGCP2
	tubulin, gamma complex associated protein 2
	8
	-0.15
	2.66E-03

	GB10960-RA
	similar to Leucine-zipper-like transcriptional regulator 1 (LZTR-1)
	CG3711
	CG3711 gene product from transcript CG3711-RA
	LZTR1
	leucine-zipper-like transcription regulator 1
	12
	-0.25
	2.69E-03

	GB16948-RA
	
	CG7509
	CG7509 gene product from transcript CG7509-RA
	LRIG3
	leucine-rich repeats and immunoglobulin-like domains 3
	7
	6.28
	2.70E-03

	GB12604-RA
	RAS p21 protein activator 3
	Gap1
	GTPase-activating protein 1
	RASA3
	RAS p21 protein activator 3
	15
	0.17
	2.70E-03

	GB16464-RA
	similar to mitochondrial malate dehydrogenase precursor
	CG7998
	CG7998 gene product from transcript CG7998-RA
	MDH2
	malate dehydrogenase 2, NAD (mitochondrial)
	9
	-0.13
	2.71E-03

	GB10878-RB
	bunched
	bun
	bunched
	34556207
	
	8
	-0.05
	2.75E-03

	GB11377-RA
	similar to phosphatidylinositol glycan, class A
	CG6401
	CG6401 gene product from transcript CG6401-RA
	PIGA
	phosphatidylinositol glycan anchor biosynthesis, class A
	12
	-0.03
	2.76E-03

	GB14719-RA
	similar to CG31302-PA, isoform A
	CG31302
	CG31302 gene product from transcript CG31302-RD
	RIMBP2
	RIMS binding protein 2
	42
	-1.16
	2.76E-03

	GB18315-RA
	similar to CG5805-PA
	CG5805
	CG5805 gene product from transcript CG5805-RA
	SLC25A44
	solute carrier family 25, member 44
	11
	-0.10
	2.78E-03

	GB12713-RA
	
	
	
	
	
	12
	-0.01
	2.78E-03

	GB13536-RA
	similar to CG11963-PA
	CG11963
	
	SUCLA2
	succinate-CoA ligase, ADP-forming, beta subunit
	7
	-0.10
	2.79E-03

	GB17726-RA
	similar to CG5844-PA
	CG5844
	CG5844 gene product from transcript CG5844-RA
	AUH
	AU RNA binding protein/enoyl-CoA hydratase
	14
	-0.07
	2.80E-03

	GB16261-RA
	similar to Calnexin 99A CG11958-PB, isoform B
	Cnx99A
	Calnexin 99A
	CANX
	calnexin
	9
	-1.06
	2.80E-03

	GB11946-RA
	neurogenic protein mastermind
	mam
	mastermind
	
	
	11
	5.21
	2.81E-03

	GB13000-RA
	mitochondrial ribosomal protein L30
	mRpL30
	mitochondrial ribosomal protein L30
	MRPL30
	mitochondrial ribosomal protein L30
	5
	0.00
	2.81E-03

	GB17696-RA
	hypothetical protein LOC724201
	CG30100
	CG30100 gene product from transcript CG30100-RA
	C12orf65
	chromosome 12 open reading frame 65
	19
	-0.26
	2.82E-03

	GB12305-RA
	transcription initiation factor TFIID subunit 11
	Taf11
	TBP-associated factor 11
	TAF11
	TAF11 RNA polymerase II, TATA box binding protein (TBP)-associated factor, 28kDa
	9
	0.64
	2.86E-03

	GB19162-RA
	similar to CG7044-PA
	CG7044
	CG7044 gene product from transcript CG7044-RA
	
	
	18
	-0.03
	2.87E-03

	GB15058-RA
	similar to membrane-associated ring finger (C3HC4) 6
	CG1317
	CG1317 gene product from transcript CG1317-RB
	38777
	membrane-associated ring finger (C3HC4) 6
	46
	1.19
	2.89E-03

	GB12252-RA
	early girl
	CG17033
	
	RNF41
	ring finger protein 41
	9
	-0.07
	2.89E-03

	GB10790-RA
	similar to Probable ATP-dependent RNA helicase DDX10 (DEAD box protein 10)
	CG5800
	CG5800 gene product from transcript CG5800-RA
	DDX10
	DEAD (Asp-Glu-Ala-Asp) box polypeptide 10
	14
	-0.22
	2.89E-03

	GB10035-RA
	similar to rcd1 (required for cell differentiation) homolog 1
	CG14213
	CG14213 gene product from transcript CG14213-RB
	RQCD1
	RCD1 required for cell differentiation1 homolog (S. pombe)
	12
	-0.09
	2.90E-03

	GB16112-RA
	Na[+]/H[+] hydrogen exchanger 3
	Nhe3
	Na[+]/H[+] hydrogen exchanger 3
	SLC9A7
	solute carrier family 9 (sodium/hydrogen exchanger), member 7
	22
	-0.11
	2.91E-03

	GB10490-RA
	similar to CG6678-PA
	CG6678
	CG6678 gene product from transcript CG6678-RA
	HERC2
	hect domain and RLD 2
	14
	-0.73
	2.92E-03

	GB14112-RA
	ring finger protein 19
	CG12362
	CG12362 gene product from transcript CG12362-RB
	RNF19A
	ring finger protein 19A
	20
	-0.39
	2.93E-03

	GB14847-RA
	G2/mitotic-specific cyclin-A
	CycA
	Cyclin A
	CCNA1
	cyclin A1
	8
	-0.11
	2.93E-03

	GB19687-RA
	similar to zinc finger protein 239
	crol
	crooked legs
	ZNF91
	zinc finger protein 91
	13
	0.70
	2.97E-03

	GB13431-RA
	similar to glucocorticoid induced transcript 1 isoform 1
	
	
	
	
	29
	0.17
	2.99E-03

	GB20066-RA
	similar to heterogeneous nuclear ribonucleoprotein H3 isoform a
	glo
	glorund
	HNRNPH3
	heterogeneous nuclear ribonucleoprotein H3 (2H9)
	9
	1.33
	3.02E-03

	GB11028-RA
	alpha actinin
	Actn
	alpha actinin
	ACTN1
	actinin, alpha 1
	12
	-0.10
	3.02E-03

	GB30368-RB
	
	glo
	glorund
	HNRNPH2
	heterogeneous nuclear ribonucleoprotein H2 (H')
	9
	1.33
	3.02E-03

	GB10878-RA
	bunched
	bun
	bunched
	34556207
	
	15
	-0.04
	3.05E-03

	GB15539-RA
	similar to CG2254-PA
	CG2254
	CG2254 gene product from transcript CG2254-RA
	SDR16C6
	short chain dehydrogenase/reductase family 16C, member 6
	7
	-0.09
	3.05E-03

	GB19712-RA
	similar to CG14209-PD, isoform D
	Shawn
	CG14209 gene product from transcript CG14209-RB
	SLC25A39
	solute carrier family 25, member 39
	10
	-0.23
	3.06E-03

	GB15621-RA
	similar to CG9915-PA
	CG9915
	CG9915 gene product from transcript CG9915-RB
	IWS1
	IWS1 homolog (S. cerevisiae)
	34
	0.40
	3.06E-03

	GB19200-RA
	similar to Pros5 CG12323-PA, isoform A
	Prosbeta5
	Proteasome beta5 subunit
	PSMB5
	proteasome (prosome, macropain) subunit, beta type, 5
	11
	-0.13
	3.06E-03

	GB16702-RA
	thioredoxin reductase 3
	CG4199
	CG4199 gene product from transcript CG4199-RG
	AIFM3
	apoptosis-inducing factor, mitochondrion-associated, 3
	10
	-0.02
	3.06E-03

	GB16935-RA
	similar to misato CG1424-PA
	mst
	misato
	MSTO1
	misato homolog 1 (Drosophila)
	7
	-0.12
	3.11E-03

	GB11213-RA
	target of rapamycin
	Tor
	Target of rapamycin
	MTOR
	mechanistic target of rapamycin (serine/threonine kinase)
	71
	-1.50
	3.14E-03

	GB19439-RA
	
	CG1832
	CG1832 gene product from transcript CG1832-RA
	ZNF226
	zinc finger protein 226
	6
	-1.99
	3.16E-03

	GB16818-RA
	U3 small nucleolar RNA-associated protein 11-like protein
	CG1789
	CG1789 gene product from transcript CG1789-RA
	UTP11L
	UTP11-like, U3 small nucleolar ribonucleoprotein, (yeast)
	6
	-0.14
	3.17E-03

	GB13441-RA
	super sex combs
	Ogt
	
	OGT
	O-linked N-acetylglucosamine (GlcNAc) transferase (UDP-N-acetylglucosamine:polypeptide-N-acetylglucosaminyl transferase)
	19
	-2.46
	3.18E-03

	GB11979-RA
	similar to CG6359-PA, isoform A
	CG6359
	CG6359 gene product from transcript CG6359-RA
	SNX12
	sorting nexin 12
	6
	-0.13
	3.18E-03

	GB12964-RA
	similar to CG12241-PA
	CG12241
	CG12241 gene product from transcript CG12241-RA
	SGSM3
	small G protein signaling modulator 3
	24
	-0.04
	3.19E-03

	GB12743-RA
	sevenless
	sev
	sevenless
	ROS1
	c-ros oncogene 1 , receptor tyrosine kinase
	7
	-1.38
	3.20E-03

	GB18535-RA
	similar to CG7747-PA
	CG7747
	CG7747 gene product from transcript CG7747-RA
	PPIL2
	peptidylprolyl isomerase (cyclophilin)-like 2
	14
	-0.16
	3.24E-03

	GB17954-RA
	transcription elongation factor SPT5
	Spt5
	CG7626 gene product from transcript CG7626-RA
	SUPT5H
	suppressor of Ty 5 homolog (S. cerevisiae)
	36
	0.11
	3.24E-03

	GB18956-RA
	similar to spinster CG8428-PD, isoform D
	spin
	spinster
	SPNS1
	spinster homolog 1 (Drosophila)
	12
	-0.27
	3.24E-03

	GB15324-RA
	similar to CG8027-PA
	CG8027
	CG8027 gene product from transcript CG8027-RA
	GNPTAB
	N-acetylglucosamine-1-phosphate transferase, alpha and beta subunits
	7
	-0.46
	3.26E-03

	GB13167-RA
	similar to CG17233-PA, isoform A
	CG17233
	CG17233 gene product from transcript CG17233-RC
	
	
	39
	0.23
	3.26E-03

	GB16474-RA
	similar to CG4908-PA, isoform A
	CG4908
	CG4908 gene product from transcript CG4908-RB
	BCS1L
	BCS1-like (S. cerevisiae)
	7
	-0.09
	3.26E-03

	GB12063-RA
	phospholipase D
	Pld
	Phospholipase D
	PLD1
	phospholipase D1, phosphatidylcholine-specific
	22
	-3.97
	3.27E-03

	GB13027-RA
	
	CG1622
	CG1622 gene product from transcript CG1622-RA
	8922358
	
	25
	0.16
	3.29E-03

	GB30050-RA
	
	fbl
	fumble
	PANK2
	pantothenate kinase 2
	8
	-2.87
	3.32E-03

	GB15551-RA
	
	
	
	
	
	10
	-4.49
	3.35E-03

	GB16539-RA
	similar to CG2162-PA
	CG2162
	CG2162 gene product from transcript CG2162-RA
	C10orf28
	chromosome 10 open reading frame 28
	9
	-0.43
	3.36E-03

	GB16539-RB
	similar to CG2162-PA
	CG2162
	CG2162 gene product from transcript CG2162-RA
	C10orf28
	chromosome 10 open reading frame 28
	9
	-0.43
	3.36E-03

	GB14408-RA
	similar to Mapmodulin CG5784-PB, isoform B
	fru
	fruitless
	
	
	12
	-0.18
	3.37E-03

	GB15432-RA
	similar to histone aminotransferase 1
	CG2051
	CG2051 gene product from transcript CG2051-RA
	HAT1
	histone acetyltransferase 1
	9
	-0.03
	3.37E-03

	GB12219-RA
	similar to G protein pathway suppressor 1 isoform 2
	CSN1b
	COP9 complex homolog subunit 1 b
	GPS1
	G protein pathway suppressor 1
	11
	-0.07
	3.38E-03

	GB13407-RA
	chameau
	chm
	chameau
	MYST2
	MYST histone acetyltransferase 2
	32
	2.19
	3.39E-03

	GB16968-RA
	similar to CG31678-PA
	CG31678
	CG31678 gene product from transcript CG31678-RB
	7705322
	
	11
	-4.05
	3.41E-03

	GB13900-RA
	rabconnectin-3A
	CG3585
	CG3585 gene product from transcript CG3585-RA
	DMXL2
	Dmx-like 2
	38
	-2.53
	3.41E-03

	GB10548-RA
	
	
	
	RTTN
	rotatin
	19
	-0.11
	3.43E-03

	GB19236-RA
	similar to CG6859-PA
	CG6859
	CG6859 gene product from transcript CG6859-RA
	PEX3
	peroxisomal biogenesis factor 3
	9
	-0.02
	3.43E-03

	GB13934-RA
	similar to inhibitor of kappa light polypeptide gene enhancer in B-cells, kinase complex-associated protein
	CG10535
	CG10535 gene product from transcript CG10535-RA
	IKBKAP
	inhibitor of kappa light polypeptide gene enhancer in B-cells, kinase complex-associated protein
	5
	-0.21
	3.45E-03

	GB12702-RA
	similar to CG18005-PA
	CG18005
	CG18005 gene product from transcript CG18005-RA
	IK
	IK cytokine, down-regulator of HLA II
	17
	-0.22
	3.45E-03

	GB19842-RA
	
	CG34124
	CG34124 gene product from transcript CG34124-RA
	WDR52
	WD repeat domain 52
	12
	-0.35
	3.49E-03

	GB18935-RA
	similar to DOT1-like, histone H3 methyltransferase
	gpp
	grappa
	DOT1L
	DOT1-like, histone H3 methyltransferase (S. cerevisiae)
	41
	-1.23
	3.51E-03

	GB30489-RA
	
	Nmnat
	Nicotinamide mononucleotide adenylytransferase
	NMNAT1
	nicotinamide nucleotide adenylyltransferase 1
	5
	-0.12
	3.51E-03

	GB14983-RA
	similar to nervous fingers 2 CG12809-PA
	nerfin-2
	nervous fingers 2
	INSM1
	insulinoma-associated 1
	8
	0.15
	3.51E-03

	GB10693-RA
	polarization-related protein LKB1
	lkb1
	CG9374 gene product from transcript CG9374-RE
	STK11
	serine/threonine kinase 11
	8
	-0.02
	3.55E-03

	GB17853-RA
	spindle-F
	
	
	
	
	7
	-0.23
	3.57E-03

	GB11337-RA
	transcription initiation factor TFIID subunit 1
	Taf1
	TBP-associated factor 1
	TAF1L
	TAF1 RNA polymerase II, TATA box binding protein (TBP)-associated factor, 210kDa-like
	48
	-0.08
	3.57E-03

	GB13717-RA
	verprolin 1
	
	
	
	
	10
	-0.13
	3.57E-03

	GB14552-RA
	similar to TBP-associated factor 8 CG7128-PA
	Taf8
	TBP-associated factor 8
	TAF8
	TAF8 RNA polymerase II, TATA box binding protein (TBP)-associated factor, 43kDa
	9
	-0.15
	3.58E-03

	GB13556-RA
	similar to CG18815-PA, isoform A
	CG18815
	CG18815 gene product from transcript CG18815-RA
	LYPLA2
	lysophospholipase II
	6
	-0.14
	3.59E-03

	GB19880-RA
	similar to chromodomain Y-like protein 2
	CG3680
	CG3680 gene product from transcript CG3680-RA
	CDYL2
	chromodomain protein, Y-like 2
	22
	0.20
	3.61E-03

	GB19335-RA
	
	CG5245
	CG5245 gene product from transcript CG5245-RA
	ZNF493
	zinc finger protein 493
	5
	0.00
	3.61E-03

	GB15339-RA
	similar to Zyx102EF CG32018-PB, isoform B
	Zyx102EF
	CG32018 gene product from transcript CG32018-RA
	LPP
	LIM domain containing preferred translocation partner in lipoma
	12
	-1.46
	3.61E-03

	GB14003-RA
	protein ELYS homolog
	CG14215
	CG14215 gene product from transcript CG14215-RA
	AHCTF1
	AT hook containing transcription factor 1
	36
	-1.25
	3.61E-03

	GB15387-RA
	
	
	
	
	
	10
	0.73
	3.61E-03

	GB16605-RA
	similar to FYVE, RhoGEF and PH domain containing 4
	pbl
	pebble
	FGD1
	FYVE, RhoGEF and PH domain containing 1
	29
	-2.41
	3.63E-03

	GB14546-RA
	similar to Methylosome subunit pICln (Chloride conductance regulatory protein ICln) (I(Cln)) (Chloride channel, nucleotide sensitive 1A) (Chloride ion current inducer protein) (ClCI)
	icln
	CG4924 gene product from transcript CG4924-RA
	CLNS1A
	chloride channel, nucleotide-sensitive, 1A
	6
	0.06
	3.63E-03

	GB12238-RA
	similar to CG8460-PA
	CG8460
	CG8460 gene product from transcript CG8460-RA
	CHID1
	chitinase domain containing 1
	7
	-0.10
	3.63E-03

	GB12366-RA
	similar to CG7065-PA
	CG7065
	CG7065 gene product from transcript CG7065-RA
	
	
	14
	0.84
	3.63E-03

	GB13686-RA
	son of sevenless
	Sos
	Son of sevenless
	SOS2
	son of sevenless homolog 2 (Drosophila)
	44
	-1.36
	3.63E-03

	GB10564-RA
	similar to stumps CG31317-PA, isoform A
	stumps
	CG31317 gene product from transcript CG31317-RC
	BANK1
	B-cell scaffold protein with ankyrin repeats 1
	17
	-0.21
	3.67E-03

	GB10643-RA
	similar to CG6962-PA
	CG6962
	CG6962 gene product from transcript CG6962-RA
	SMPD4
	sphingomyelin phosphodiesterase 4, neutral membrane (neutral sphingomyelinase-3)
	24
	0.64
	3.67E-03

	GB13428-RA
	
	d4
	CG2682 gene product from transcript CG2682-RB
	SAMD1
	sterile alpha motif domain containing 1
	7
	-0.19
	3.68E-03

	GB11497-RA
	upstream of N-ras
	Unr
	Upstream of N-ras
	CSDE1
	cold shock domain containing E1, RNA-binding
	32
	0.74
	3.71E-03

	GB11675-RA
	nahoda protein
	nahoda
	CG12781 gene product from transcript CG12781-RA
	
	
	8
	1.48
	3.75E-03

	GB11077-RA
	similar to CG1021-PA, isoform A
	CG1021
	CG1021 gene product from transcript CG1021-RF
	TMCC2
	transmembrane and coiled-coil domain family 2
	25
	0.56
	3.77E-03

	GB16905-RA
	similar to CG7920-PA, isoform A
	CG7920
	CG7920 gene product from transcript CG7920-RA
	
	
	13
	-0.56
	3.84E-03

	GB10504-RA
	pumilio
	pum
	pumilio
	PUM2
	pumilio homolog 2 (Drosophila)
	10
	-0.07
	3.92E-03

	GB10207-RA
	vacuolar protein sorting 16A
	Vps16A
	Vacuolar protein sorting 16A
	VPS16
	vacuolar protein sorting 16 homolog (S. cerevisiae)
	30
	-0.09
	3.94E-03

	GB11400-RA
	similar to bab2 CG9102-PA
	bab2
	CG9102 gene product from transcript CG9102-RA
	KLHL12
	kelch-like 12 (Drosophila)
	12
	1.66
	3.94E-03

	GB12803-RA
	protein tyrosine phosphatase Pez
	Pez
	CG9493 gene product from transcript CG9493-RA
	PTPN14
	protein tyrosine phosphatase, non-receptor type 14
	12
	-2.79
	4.05E-03

	GB19427-RA
	similar to CG30152-PA
	CG30152
	CG30152 gene product from transcript CG30152-RA
	FAM96A
	family with sequence similarity 96, member A
	5
	-0.09
	4.05E-03

	GB13524-RA
	similar to Regulator of G-protein signalling 7 CG9108-PA
	RSG7
	Regulator of G-protein signalling 7
	RGS7
	regulator of G-protein signaling 7
	11
	-0.90
	4.06E-03

	GB18465-RA
	similar to CG13886-PA
	CG13886
	
	C7orf25
	chromosome 7 open reading frame 25
	12
	-0.05
	4.06E-03

	GB14084-RA
	similar to CG8602-PA
	CG12194
	CG12194 gene product from transcript CG12194-RA
	MFSD1
	major facilitator superfamily domain containing 1
	28
	-0.83
	4.07E-03

	GB19477-RA
	similar to CG6654-PA
	CG31109
	CG31109 gene product from transcript CG31109-RA
	
	
	5
	-0.07
	4.07E-03

	GB14922-RA
	syntaxin 16
	Syx16
	Syntaxin 16
	STX16
	syntaxin 16
	11
	-0.70
	4.08E-03

	GB13929-RA
	similar to CG17293-PA
	CG17293
	CG17293 gene product from transcript CG17293-RA
	WDR82
	WD repeat domain 82
	6
	-0.08
	4.08E-03

	GB19927-RA
	similar to CG12325-PA
	CG12325
	CG12325 gene product from transcript CG12325-RA
	PWP2
	PWP2 periodic tryptophan protein homolog (yeast)
	17
	-0.53
	4.08E-03

	GB18375-RA
	
	CG18095
	CG18095 gene product from transcript CG18095-RA
	LRGUK
	leucine-rich repeats and guanylate kinase domain containing
	17
	-0.06
	4.08E-03

	GB13505-RA
	similar to CG18003-PB, isoform B
	CG18003
	CG18003 gene product from transcript CG18003-RA
	HAO1
	hydroxyacid oxidase (glycolate oxidase) 1
	10
	-0.02
	4.12E-03

	GB16591-RA
	
	pgant6
	polypeptide GalNAc transferase 6
	77798177
	
	10
	-0.02
	4.12E-03

	GB13463-RA
	adenosine deaminase
	Ada
	Adenosine deaminase
	ADAL
	adenosine deaminase-like
	8
	-0.16
	4.13E-03

	GB13947-RA
	phosphatydylinositol phosphatase
	CG7220
	CG7220 gene product from transcript CG7220-RD
	UBE2W
	ubiquitin-conjugating enzyme E2W (putative)
	5
	-1.71
	4.15E-03

	GB10658-RA
	similar to lethal (3) neo18 CG9762-PA
	l(3)neo18
	lethal (3) neo18
	NDUFB5
	NADH dehydrogenase (ubiqui) 1 beta subcomplex, 5, 16kDa
	6
	-0.18
	4.16E-03

	GB16907-RA
	similar to CG3033-PA
	CG3033
	CG3033 gene product from transcript CG3033-RA
	GPAA1
	glycosylphosphatidylinositol anchor attachment protein 1 homolog (yeast)
	5
	-0.08
	4.19E-03

	GB12156-RA
	similar to CG2967-PA
	CG34408
	CG34408 gene product from transcript CG34408-RD
	RALGAPB
	Ral GTPase activating protein, beta subunit (non-catalytic)
	52
	-0.01
	4.22E-03

	GB20092-RA
	DNA ligase 1-like protein
	CG5602
	CG5602 gene product from transcript CG5602-RA
	LIG1
	ligase I, DNA, ATP-dependent
	18
	-3.04
	4.25E-03

	GB14783-RA
	similar to d4 CG2682-PA, isoform A
	d4
	CG2682 gene product from transcript CG2682-RB
	4758798
	
	16
	0.12
	4.28E-03

	GB16137-RA
	similar to GM130 CG11061-PB, isoform B
	GM130
	CG11061 gene product from transcript CG11061-RB
	19923757
	
	8
	-0.14
	4.29E-03

	GB16308-RA
	similar to CG10185-PA
	CG10185
	CG10185 gene product from transcript CG10185-RA
	KIAA1239
	KIAA1239
	9
	-0.13
	4.32E-03

	GB19380-RA
	thioredoxin peroxidase 1
	Jafrac1
	thioredoxin peroxidase 1
	PRDX1
	peroxiredoxin 1
	9
	-0.12
	4.32E-03

	GB10748-RA
	intraflagellar transport protein 57 homolog
	CG8853
	CG8853 gene product from transcript CG8853-RA
	IFT57
	intraflagellar transport 57 homolog (Chlamydomonas)
	6
	-0.22
	4.34E-03

	GB19824-RA
	similar to Mob1 CG11711-PD, isoform D
	Mob1
	
	MOB2
	Mps one binder kinase activator-like 2
	5
	-2.25
	4.38E-03

	GB13510-RA
	similar to CG13472-PA
	CG13472
	CG13472 gene product from transcript CG13472-RA
	TDRD3
	tudor domain containing 3
	15
	-1.52
	4.38E-03

	GB19064-RA
	similar to CG31886-PA
	CG31886
	CG31886 gene product from transcript CG31886-RA
	
	
	11
	-0.11
	4.38E-03

	GB19686-RA
	similar to GDP-mannose 4,6-dehydratase CG8890-PA
	Gmd
	GDP-mannose 4,6-dehydratase
	GMDS
	GDP-mannose 4,6-dehydratase
	10
	-0.09
	4.44E-03

	GB18906-RA
	similar to CG7611-PA, isoform A
	CG7611
	CG7611 gene product from transcript CG7611-RE
	WDR26
	WD repeat domain 26
	28
	-0.56
	4.46E-03

	GB18989-RB
	protein SGT1 homolog ecdysoneless
	ecd
	ecdysoneless
	ECD
	ecdysoneless homolog (Drosophila)
	17
	-0.08
	4.49E-03

	GB18989-RA
	protein SGT1 homolog ecdysoneless
	ecd
	ecdysoneless
	ECD
	ecdysoneless homolog (Drosophila)
	17
	-0.08
	4.49E-03

	GB12622-RA
	bekka
	Bka
	Bekka
	FCF1
	FCF1 small subunit (SSU) processome component homolog (S. cerevisiae)
	5
	-0.07
	4.49E-03

	GB13769-RA
	mitochondrial ribosomal protein S22
	mRpS22
	mitochondrial ribosomal protein S22
	MRPS22
	mitochondrial ribosomal protein S22
	10
	-0.18
	4.50E-03

	GB17414-RA
	similar to CG2658-PA, isoform A
	CG2658
	CG2658 gene product from transcript CG2658-RB
	SPG7
	spastic paraplegia 7 (pure and complicated autosomal recessive)
	20
	-0.49
	4.50E-03

	GB12129-RA
	kinase suppressor of ras
	ksr
	kinase suppressor of ras
	34222393
	
	24
	-0.38
	4.52E-03

	GB30520-RA_2
	
	CG1671
	CG1671 gene product from transcript CG1671-RA
	TBL3
	transducin (beta)-like 3
	15
	-0.04
	4.52E-03

	GB11037-RA
	
	chico
	CG5686 gene product from transcript CG5686-RA
	IRS1
	insulin receptor substrate 1
	13
	0.30
	4.57E-03

	GB13915-RA
	similar to CG18497-PA, isoform A
	spen
	split ends
	MUC17
	mucin 17, cell surface associated
	25
	-1.02
	4.61E-03

	GB19171-RA
	similar to Vacuolar H+-ATPase 55kD B subunit CG17369-PB, isoform B
	Vha55
	Vacuolar H[+]-ATPase 55kD B subunit
	ATP6V1B2
	ATPase, H+ transporting, lysosomal 56/58kDa, V1 subunit B2
	25
	-0.05
	4.62E-03

	GB11615-RA
	similar to CG11474-PA, isoform A
	CG11475
	CG11475 gene product from transcript CG11475-RA
	C6orf211
	chromosome 6 open reading frame 211
	7
	-0.19
	4.65E-03

	GB13087-RA
	similar to CG12333-PA
	CG12333
	CG12333 gene product from transcript CG12333-RA
	WDR37
	WD repeat domain 37
	18
	0.05
	4.67E-03

	GB15282-RA
	
	
	
	
	
	14
	-1.55
	4.68E-03

	GB12660-RA
	similar to CG13016-PA
	CG13016
	CG13016 gene product from transcript CG13016-RA
	TMEM39A
	transmembrane protein 39A
	11
	-0.63
	4.69E-03

	GB14239-RA
	
	CG5245
	CG5245 gene product from transcript CG5245-RA
	ZNF569
	zinc finger protein 569
	7
	0.26
	4.69E-03

	GB10120-RA
	
	
	
	
	
	14
	-0.76
	4.73E-03

	GB18581-RA
	similar to nuclear protein UKp68 isoform 3
	CG5720
	CG5720 gene product from transcript CG5720-RA
	ZC3H14
	zinc finger CCCH-type containing 14
	26
	0.42
	4.76E-03

	GB10575-RA
	ER degradation-enhancing alpha-mannosidase-like 1
	Edem1
	CG3810 gene product from transcript CG3810-RC
	EDEM2
	ER degradation enhancer, mannosidase alpha-like 2
	7
	-0.11
	4.76E-03

	GB10539-RA
	
	Traf2
	
	TRAF6
	TNF receptor-associated factor 6
	6
	-0.44
	4.76E-03

	GB12417-RA
	similar to IQ motif and WD repeats 1 isoform b
	CG8001
	CG8001 gene product from transcript CG8001-RA
	DCAF6
	DDB1 and CUL4 associated factor 6
	21
	1.05
	4.78E-03

	GB19140-RA
	similar to CXYorf1-related protein
	CG13176
	
	169216741
	
	8
	0.81
	4.80E-03

	GB14843-RA
	similar to CTD (carboxy-terminal domain, RNA polymerase II, polypeptide A) small phosphatase like 2
	CG5830
	CG5830 gene product from transcript CG5830-RA
	CTDSPL2
	CTD (carboxy-terminal domain, RNA polymerase II, polypeptide A) small phosphatase like 2
	28
	-0.08
	4.81E-03

	GB19964-RA
	
	
	
	
	
	9
	-0.14
	4.91E-03

	GB12312-RA
	similar to CG10077-PA, isoform A
	CG10077
	CG10077 gene product from transcript CG10077-RA
	DDX5
	DEAD (Asp-Glu-Ala-Asp) box polypeptide 5
	16
	-1.27
	4.98E-03

	GB12111-RA
	similar to Rae1 CG9862-PA
	Rae1
	CG9862 gene product from transcript CG9862-RA
	RAE1
	RAE1 RNA export 1 homolog (S. pombe)
	8
	0.10
	4.98E-03

	GB16329-RA
	Gbeta5 protein
	Gbeta5
	CG10763 gene product from transcript CG10763-RA
	GNB5
	guanine nucleotide binding protein (G protein), beta 5
	15
	0.01
	5.01E-03

	GB18556-RA
	similar to CG4071-PA, isoform A
	Vps20
	Vacuolar protein sorting 20
	CHMP6
	chromatin modifying protein 6
	5
	-0.09
	5.01E-03

	GB17843-RA
	similar to CG9461-PA
	CG9461
	CG9461 gene product from transcript CG9461-RA
	FBXO11
	F-box protein 11
	36
	-2.08
	5.02E-03

	GB30269-RA
	
	drpr
	draper
	PEAR1
	platelet endothelial aggregation receptor 1
	8
	-4.03
	5.04E-03

	GB15218-RA
	proteasome 26S subunit subunit 4 ATPase
	Pros26.4
	Proteasome 26S subunit subunit 4 ATPase
	PSMC1
	proteasome (prosome, macropain) 26S subunit, ATPase, 1
	16
	-0.05
	5.08E-03

	GB12777-RA
	O-sialoglycoprotein endopeptidase-like protein
	CG4933
	CG4933 gene product from transcript CG4933-RA
	OSGEP
	O-sialoglycoprotein endopeptidase
	6
	-0.14
	5.17E-03

	GB12529-RA
	cystathionine beta-synthase
	CG1753
	CG1753 gene product from transcript CG1753-RA
	CBS
	cystathionine-beta-synthase
	6
	-0.18
	5.32E-03

	GB19887-RA
	kinesin 11
	CG14535
	CG14535 gene product from transcript CG14535-RA
	KIF26A
	kinesin family member 26A
	23
	2.03
	5.33E-03

	GB17248-RA
	similar to CG7484-PB
	CG7484
	CG7484 gene product from transcript CG7484-RB
	42248
	15 kDa selenoprotein
	6
	0.17
	5.39E-03

	GB12647-RA
	aspartyl-tRNA synthetase
	Aats-asp
	Aspartyl-tRNA synthetase
	DARS
	aspartyl-tRNA synthetase
	13
	0.39
	5.51E-03

	GB15983-RC
	absent, small, or homeotic discs 2
	ash2
	absent, small, or homeotic discs 2
	ASH2L
	ash2 (absent, small, or homeotic)-like (Drosophila)
	8
	-0.06
	5.52E-03

	GB18099-RA
	similar to Nuclear pore complex protein Nup205 (Nucleoporin Nup205) (205 kDa nucleoporin)
	CG11943
	CG11943 gene product from transcript CG11943-RA
	NUP205
	nucleoporin 205kDa
	48
	-0.10
	5.55E-03

	GB17439-RA
	succinate dehydrogenase A
	Scs-fp
	Succinyl coenzyme A synthetase flavoprotein subunit
	SDHA
	succinate dehydrogenase complex, subunit A, flavoprotein (Fp)
	20
	-0.18
	5.55E-03

	GB15552-RA
	similar to WD repeat domain 43, like
	Lsp1alpha
	Larval serum protein 1 alpha
	WDR43
	WD repeat domain 43
	5
	0.16
	5.58E-03

	GB30363-RA
	
	CG30349
	CG30349 gene product from transcript CG30349-RA
	WDR43
	WD repeat domain 43
	5
	0.16
	5.58E-03

	GB15752-RA
	vacuolar protein sorting-associated protein 33A ortholog
	car
	carnation
	VPS33A
	vacuolar protein sorting 33 homolog A (S. cerevisiae)
	8
	-0.09
	5.66E-03

	GB18223-RA
	similar to menin isoform 2
	Mnn1
	Menin 1
	MEN1
	multiple endocrine neoplasia I
	9
	-0.87
	5.73E-03

	GB14090-RA
	
	hkb
	huckebein
	ZNF99
	zinc finger protein 99
	16
	-0.15
	5.73E-03

	GB10886-RA
	similar to zinc finger CCCH type containing 11A
	
	
	ZC3H11A
	zinc finger CCCH-type containing 11A
	13
	-0.16
	5.75E-03

	GB14450-RA
	similar to CG6841-PA
	CG6841
	CG6841 gene product from transcript CG6841-RA
	PRPF6
	PRP6 pre-mRNA processing factor 6 homolog (S. cerevisiae)
	30
	-0.92
	5.76E-03

	GB17099-RA
	similar to shuttle craft CG3647-PA, isoform A
	stc
	shuttle craft
	NFX1
	nuclear transcription factor, X-box binding 1
	15
	-0.61
	5.76E-03

	GB18452-RA
	similar to peptidylprolyl isomerase (cyclophilin)-like 3
	CG11777
	CG11777 gene product from transcript CG11777-RA
	PPIL3
	peptidylprolyl isomerase (cyclophilin)-like 3
	6
	-5.26
	5.77E-03

	GB18828-RA
	similar to COP9 complex homolog subunit 7 CG2038-PA
	CSN7
	COP9 complex homolog subunit 7
	COPS7B
	COP9 constitutive photomorphogenic homolog subunit 7B (Arabidopsis)
	13
	-0.05
	5.83E-03

	GB17306-RA
	similar to CG15814-PA, isoform A
	CG15814
	CG15814 gene product from transcript CG15814-RB
	RNF121
	ring finger protein 121
	10
	-0.09
	5.87E-03

	GB15483-RA
	ribosomal protein S19a
	RpS19b
	Ribosomal protein S19b
	RPS19
	ribosomal protein S19
	7
	-0.29
	5.87E-03

	GB30205-RD
	
	pan
	pangolin
	TCF7L2
	transcription factor 7-like 2 (T-cell specific, HMG-box)
	10
	-0.38
	5.87E-03

	GB30205-RA
	
	pan
	pangolin
	TCF7L2
	transcription factor 7-like 2 (T-cell specific, HMG-box)
	10
	-0.38
	5.87E-03

	GB30205-RB
	
	pan
	pangolin
	TCF7L2
	transcription factor 7-like 2 (T-cell specific, HMG-box)
	10
	-0.38
	5.87E-03

	GB13890-RA
	protein CDV3 homolog
	
	
	
	
	12
	-0.67
	5.87E-03

	GB15558-RA
	histone-lysine N-methyltransferase E(z)
	E(z)
	Enhancer of zeste
	EZH2
	enhancer of zeste homolog 2 (Drosophila)
	26
	-1.69
	5.88E-03

	GB13372-RA
	similar to CG5976-PB, isoform B
	CG5976
	CG5976 gene product from transcript CG5976-RB
	QPCT
	glutaminyl-peptide cyclotransferase
	8
	-0.12
	5.92E-03

	GB11332-RB
	xeroderma pigmentosum D
	Xpd
	Xeroderma pigmentosum D
	ERCC2
	excision repair cross-complementing rodent repair deficiency, complementation group 2
	15
	0.95
	5.94E-03

	GB11332-RA
	xeroderma pigmentosum D
	Xpd
	Xeroderma pigmentosum D
	ERCC2
	excision repair cross-complementing rodent repair deficiency, complementation group 2
	15
	0.95
	5.94E-03

	GB20064-RA
	RecQ4 protein
	RecQ4
	CG7487 gene product from transcript CG7487-RA
	RECQL4
	RecQ protein-like 4
	19
	0.91
	5.97E-03

	GB30122-RA
	
	RecQ4
	CG7487 gene product from transcript CG7487-RA
	RECQL4
	RecQ protein-like 4
	19
	0.91
	5.97E-03

	GB12590-RA
	translin
	trsn
	translin
	TSN
	translin
	8
	-0.14
	5.98E-03

	GB16824-RA
	similar to CG9135-PA, isoform A
	CG9135
	CG9135 gene product from transcript CG9135-RA
	RCC2
	regulator of chromosome condensation 2
	30
	-1.26
	5.99E-03

	GB11081-RA
	
	CG13617
	CG13617 gene product from transcript CG13617-RA
	DZIP1L
	DAZ interacting protein 1-like
	14
	0.39
	6.03E-03

	GB17290-RA
	ubiqui biosynthesis protein COQ9, mitochondrial
	CG30496
	CG30496 gene product from transcript CG30496-RA
	GLMN
	glomulin, FKBP associated protein
	7
	0.07
	6.04E-03

	GB19769-RA
	similar to CG9904-PA
	CG9904
	CG9904 gene product from transcript CG9904-RA
	BSCL2
	Berardinelli-Seip congenital lipodystrophy 2 (seipin)
	5
	-0.14
	6.05E-03

	GB14059-RA
	NAP-1 related protein
	Nap1
	Nucleosome assembly protein 1
	NAP1L1
	nucleosome assembly protein 1-like 1
	7
	0.11
	6.07E-03

	GB12265-RA
	
	
	
	IQGAP1
	IQ motif containing GTPase activating protein 1
	24
	-2.28
	6.09E-03

	GB19269-RA
	
	CG1530
	
	UBR1
	ubiquitin protein ligase E3 component n-recognin 1
	19
	-0.14
	6.09E-03

	GB18165-RA
	similar to CG8272-PA
	CG8272
	CG8272 gene product from transcript CG8272-RA
	FBXL14
	F-box and leucine-rich repeat protein 14
	16
	-0.66
	6.18E-03

	GB13721-RA
	ATP-dependent chromatin assembly factor large subunit
	Acf1
	ATP-dependent chromatin assembly factor large subunit
	BAZ1A
	bromodomain adjacent to zinc finger domain, 1A
	40
	0.10
	6.20E-03

	GB12297-RA
	similar to spermatogenesis associated factor SPAF
	CG5776
	CG5776 gene product from transcript CG5776-RA
	SPATA5
	spermatogenesis associated 5
	19
	0.41
	6.23E-03

	GB10349-RA
	similar to CG12424-PA, isoform A
	CG12424
	CG12424 gene product from transcript CG12424-RC
	
	
	6
	5.60
	6.23E-03

	GB19450-RA
	similar to integrator complex subunit 7
	defl
	deflated
	INTS7
	integrator complex subunit 7
	22
	0.33
	6.25E-03

	GB13796-RA
	similar to CG10144-PA
	CG10144
	CG10144 gene product from transcript CG10144-RA
	VPS8
	vacuolar protein sorting 8 homolog (S. cerevisiae)
	9
	-0.15
	6.26E-03

	GB30319-RA
	
	uri
	unconventional prefoldin RPB5 interactor
	C19orf2
	chromosome 19 open reading frame 2
	6
	-0.29
	6.27E-03

	GB17110-RA
	similar to CG7115-PB, isoform B
	CG7115
	CG7115 gene product from transcript CG7115-RA
	PPM1L
	protein phosphatase, Mg2+/Mn2+ dependent, 1L
	11
	-0.12
	6.29E-03

	GB10635-RA
	similar to dynein, axonemal, heavy chain 5
	kl-3
	male fertility factor kl3
	DNAH8
	dynein, axonemal, heavy chain 8
	5
	-0.30
	6.30E-03

	GB12092-RA
	N-acetylglucosamine 6-O- sulfotransferase
	CG31637
	CG31637 gene product from transcript CG31637-RA
	CHST5
	carbohydrate (N-acetylglucosamine 6-O) sulfotransferase 5
	13
	-0.85
	6.33E-03

	GB13655-RA
	hypothetical protein LOC724687
	mars
	CG17064 gene product from transcript CG17064-RB
	DLGAP5
	discs, large (Drosophila) homolog-associated protein 5
	7
	-0.17
	6.37E-03

	GB18886-RA
	similar to GIY-YIG domain containing 2
	CG18271
	CG18271 gene product from transcript CG18271-RB
	GIYD2
	GIY-YIG domain containing 2
	9
	-0.16
	6.39E-03

	GB13070-RA
	similar to Rab30 CG9100-PB, isoform B
	Rab30
	CG9100 gene product from transcript CG9100-RA
	RAB30
	RAB30, member RAS oncogene family
	5
	-0.13
	6.42E-03

	GB10981-RA
	
	CG7466
	CG7466 gene product from transcript CG7466-RA
	MEGF8
	multiple EGF-like-domains 8
	8
	-1.41
	6.42E-03

	GB15010-RA
	similar to mitochondrial alanyl-tRNA synthetase CG4633-PA
	Aats-ala-m
	mitochondrial alanyl-tRNA synthetase
	AARS
	alanyl-tRNA synthetase
	12
	-1.23
	6.42E-03

	GB18859-RA
	neurotransmitter transporter 12
	Traf3
	
	TRAF3
	TNF receptor-associated factor 3
	12
	0.90
	6.43E-03

	GB18610-RA
	similar to RNA binding motif protein 25
	CG4119
	CG4119 gene product from transcript CG4119-RA
	RBM25
	RNA binding motif protein 25
	54
	0.25
	6.44E-03

	GB30208-RA
	
	CG10681
	CG10681 gene product from transcript CG10681-RA
	C19orf50
	chromosome 19 open reading frame 50
	6
	-0.09
	6.44E-03

	GB11537-RA
	similar to CG11134-PA
	CG11134
	CG11134 gene product from transcript CG11134-RA
	7705724
	
	7
	-0.12
	6.45E-03

	GB17861-RA
	similar to CG4942-PA
	CG4942
	CG4942 gene product from transcript CG4942-RA
	COX18
	COX18 cytochrome c oxidase assembly homolog (S. cerevisiae)
	8
	-0.12
	6.46E-03

	GB18295-RA
	similar to CG8709-PA
	CG8709
	CG8709 gene product from transcript CG8709-RB
	LPIN3
	lipin 3
	18
	-1.23
	6.53E-03

	GB18677-RA
	similar to CG7837-PA
	
	
	ARMC5
	armadillo repeat containing 5
	17
	-1.16
	6.64E-03

	GB30349-RA
	
	Taf1
	TBP-associated factor 1
	TAF1L
	TAF1 RNA polymerase II, TATA box binding protein (TBP)-associated factor, 210kDa-like
	47
	-0.11
	6.66E-03

	GB10082-RA
	similar to CG6129-PB, isoform B
	CG6129
	CG6129 gene product from transcript CG6129-RB
	CROCC
	ciliary rootlet coiled-coil, rootletin
	33
	-1.18
	6.66E-03

	GB12309-RA
	gliotactin
	Gli
	Gliotactin
	169216141
	
	17
	1.73
	6.66E-03

	GB30086-RA
	
	CG6129
	CG6129 gene product from transcript CG6129-RB
	CROCC
	ciliary rootlet coiled-coil, rootletin
	33
	-1.18
	6.66E-03

	GB18688-RA
	similar to CG9578-PA
	CG9578
	CG9578 gene product from transcript CG9578-RA
	TIPRL
	TIP41, TOR signaling pathway regulator-like (S. cerevisiae)
	8
	-0.08
	6.66E-03

	GB13532-RA
	
	CG32721
	
	COBRA1
	cofactor of BRCA1
	11
	-0.07
	6.66E-03

	GB14164-RA
	Wnt6 protein
	Wnt6
	CG4969 gene product from transcript CG4969-RA
	WNT6
	wingless-type MMTV integration site family, member 6
	7
	-2.03
	6.69E-03

	GB12399-RA
	glycogen synthase
	CG6904
	CG6904 gene product from transcript CG6904-RC
	GYS1
	glycogen synthase 1 (muscle)
	21
	-0.59
	6.79E-03

	GB12463-RA
	armadillo segment polarity protein
	arm
	armadillo
	CTNNB1
	catenin (cadherin-associated protein), beta 1, 88kDa
	5
	0.00
	6.82E-03

	GB10270-RA
	
	phtf
	CG3268 gene product from transcript CG3268-RA
	40254933
	
	7
	-0.40
	6.82E-03

	GB19053-RA
	similar to Probable phenylalanyl-tRNA synthetase beta chain (Phenylalanine--tRNA ligase beta chain) (PheRS)
	CG5706
	CG5706 gene product from transcript CG5706-RA
	FARSB
	phenylalanyl-tRNA synthetase, beta subunit
	9
	-0.07
	6.82E-03

	GB15173-RB
	tRNA splicing endonuclease 54 homolog
	CG5626
	CG5626 gene product from transcript CG5626-RA
	TSEN54
	tRNA splicing endonuclease 54 homolog (S. cerevisiae)
	12
	-0.29
	6.86E-03

	GB15173-RA
	tRNA splicing endonuclease 54 homolog
	CG5626
	CG5626 gene product from transcript CG5626-RA
	TSEN54
	tRNA splicing endonuclease 54 homolog (S. cerevisiae)
	12
	-0.29
	6.86E-03

	GB19280-RA
	similar to CG13139-PA
	CG13139
	CG13139 gene product from transcript CG13139-RA
	LIX1L
	Lix1 homolog (mouse)-like
	11
	-0.06
	6.88E-03

	GB19968-RA
	
	
	
	
	
	7
	-0.08
	6.91E-03

	GB15099-RA
	pseudouridine synthase
	CG6745
	CG6745 gene product from transcript CG6745-RA
	PUS7
	pseudouridylate synthase 7 homolog (S. cerevisiae)
	12
	-0.21
	6.94E-03

	GB18188-RA
	similar to partner of drosha CG1800-PA
	pasha
	partner of drosha
	DGCR8
	DiGeorge syndrome critical region gene 8
	11
	-0.03
	6.96E-03

	GB16479-RA
	ribosome-releasing factor 2, mitochondrial
	CG31159
	CG31159 gene product from transcript CG31159-RA
	GFM2
	G elongation factor, mitochondrial 2
	15
	-0.61
	6.97E-03

	GB19570-RA
	pontin protein
	pont
	pontin
	RUVBL1
	RuvB-like 1 (E. coli)
	12
	0.42
	6.97E-03

	GB19559-RA
	male-specific lethal 3
	msl-3
	male-specific lethal 3
	MSL3
	male-specific lethal 3 homolog (Drosophila)
	13
	0.16
	7.02E-03

	GB14264-RA
	similar to CG32580-PA
	
	
	
	
	16
	-1.33
	7.03E-03

	GB16073-RA
	similar to CG10424-PA
	CG10424
	CG10424 gene product from transcript CG10424-RA
	CARKD
	carbohydrate kinase domain containing
	10
	-0.05
	7.05E-03

	GB20127-RA
	similar to CG7686-PA
	CG7686
	CG7686 gene product from transcript CG7686-RA
	LTV1
	LTV1 homolog (S. cerevisiae)
	10
	-0.02
	7.05E-03

	GB11252-RA
	similar to CG3168-PA, isoform A
	CG3168
	CG3168 gene product from transcript CG3168-RC
	SV2C
	synaptic vesicle glycoprotein 2C
	12
	-0.23
	7.09E-03

	GB14152-RB
	similar to Protein KIAA0232
	
	
	KIAA0232
	KIAA0232
	10
	-0.19
	7.19E-03

	GB17962-RA
	similar to CG32638-PA
	
	
	
	
	10
	-0.10
	7.22E-03

	GB13183-RA
	similar to CG5147-PA
	
	
	
	
	6
	-0.09
	7.22E-03

	GB12948-RA
	similar to H3 histone, family 3B
	His3.3A
	Histone H3.3A
	H3F3B
	H3 histone, family 3B (H3.3B)
	9
	-0.06
	7.22E-03

	GB13940-RA
	
	
	
	
	
	9
	-3.53
	7.29E-03

	GB13777-RA
	similar to Snx6 CG8282-PA
	Snx6
	CG8282 gene product from transcript CG8282-RA
	SNX5
	sorting nexin 5
	13
	-0.02
	7.34E-03

	GB13141-RA
	
	
	
	
	
	5
	-0.07
	7.34E-03

	GB16833-RA
	similar to CG32425-PA, isoform A
	CG32425
	CG32425 gene product from transcript CG32425-RC
	C2CD3
	C2 calcium-dependent domain containing 3
	14
	-1.47
	7.34E-03

	GB12237-RA
	
	CG2691
	CG2691 gene product from transcript CG2691-RA
	RRP12
	ribosomal RNA processing 12 homolog (S. cerevisiae)
	14
	-1.65
	7.37E-03

	GB18994-RA
	similar to RER1 retention in endoplasmic reticulum 1 homolog
	CG11857
	CG11857 gene product from transcript CG11857-RA
	RER1
	RER1 retention in endoplasmic reticulum 1 homolog (S. cerevisiae)
	5
	-0.19
	7.42E-03

	GB11784-RA
	
	CG32529
	CG32529 gene product from transcript CG32529-RA
	
	
	15
	-0.08
	7.43E-03

	GB17668-RA
	ribosomal protein S25
	RpS25
	Ribosomal protein S25
	RPS25
	ribosomal protein S25
	7
	-0.12
	7.45E-03

	GB13912-RA
	peptidylglycine-alpha-hydroxylating monooxygenase
	Phm
	Peptidylglycine-alpha-hydroxylating monooxygenase
	PAM
	peptidylglycine alpha-amidating monooxygenase
	9
	-0.15
	7.46E-03

	GB19300-RA
	similar to CG4617-PA
	CG4617
	CG4617 gene product from transcript CG4617-RA
	HMGXB4
	HMG box domain containing 4
	22
	0.17
	7.46E-03

	GB10561-RA
	T-complex protein 1 subunit eta
	CG8351
	
	CCT7
	chaperonin containing TCP1, subunit 7 (eta)
	10
	0.24
	7.50E-03

	GB13705-RA
	TAR RNA-binding protein 2
	loqs
	loquacious
	TARBP2
	TAR (HIV-1) RNA binding protein 2
	7
	-0.16
	7.50E-03

	GB18969-RA
	similar to 60 kDa heat shock protein, mitochondrial precursor (Hsp60) (60 kDa chaperonin) (CPN60) (Heat shock protein 60) (HSP-60) (Mitochondrial matrix protein P1)
	Hsp60
	Heat shock protein 60
	HSPD1
	heat shock 60kDa protein 1 (chaperonin)
	23
	0.07
	7.52E-03

	GB12767-RA
	
	
	
	FKBP15
	FK506 binding protein 15, 133kDa
	13
	-0.93
	7.60E-03

	GB11104-RA
	similar to CG18292-PA
	CG18292
	CG18292 gene product from transcript CG18292-RA
	CDK2AP1
	cyclin-dependent kinase 2 associated protein 1
	5
	-0.21
	7.61E-03

	GB15191-RA
	similar to CG3335-PA
	CG3335
	CG3335 gene product from transcript CG3335-RA
	RBM19
	RNA binding motif protein 19
	14
	0.48
	7.63E-03

	GB15104-RA
	histone deacetylase 6
	HDAC6
	CG6170 gene product from transcript CG6170-RA
	HDAC6
	histone deacetylase 6
	12
	-2.49
	7.64E-03

	GB30514-RA
	
	HDAC6
	CG6170 gene product from transcript CG6170-RA
	HDAC6
	histone deacetylase 6
	12
	-2.49
	7.64E-03

	GB16125-RA
	similar to Temporarily Assigned Gene name family member (tag-278)
	
	
	CAGE1
	cancer antigen 1
	20
	-0.57
	7.65E-03

	GB19917-RA
	
	CG32365
	CG32365 gene product from transcript CG32365-RA
	
	
	10
	-0.21
	7.66E-03

	GB15919-RA
	similar to CG9977-PA
	CG9977
	CG9977 gene product from transcript CG9977-RA
	AHCYL2
	adenosylhomocysteinase-like 2
	23
	0.55
	7.69E-03

	GB12133-RA
	similar to CG17321-PA
	CG17321
	CG17321 gene product from transcript CG17321-RA
	
	
	24
	-0.29
	7.76E-03

	GB19080-RA
	
	Sas10
	CG4202 gene product from transcript CG4202-RA
	UTP3
	UTP3, small subunit (SSU) processome component, homolog (S. cerevisiae)
	10
	-0.01
	7.76E-03

	GB12270-RA
	isoleucyl-tRNA synthetase
	Aats-ile
	Isoleucyl-tRNA synthetase
	IARS
	isoleucyl-tRNA synthetase
	21
	-0.14
	7.82E-03

	GB11581-RA
	similar to Adenosine deaminase-related growth factor A CG5992-PA, isoform A
	Adgf-A
	Adenosine deaminase-related growth factor A
	CECR1
	cat eye syndrome chromosome region, candidate 1
	6
	0.19
	7.82E-03

	GB12289-RA
	refractory to sigma P
	ref(2)P
	refractory to sigma P
	SQSTM1
	sequestosome 1
	7
	-0.09
	7.84E-03

	GB15726-RA
	similar to CG32857-PA
	CG33502
	CG33502 gene product from transcript CG33502-RA
	NFU1
	NFU1 iron-sulfur cluster scaffold homolog (S. cerevisiae)
	8
	-0.07
	7.86E-03

	GB11802-RA
	similar to CG10979-PA
	CG10979
	CG10979 gene product from transcript CG10979-RA
	ZNF800
	zinc finger protein 800
	18
	-0.02
	7.87E-03

	GB15062-RA
	protein dopey-1 homolog
	CG15099
	CG15099 gene product from transcript CG15099-RA
	DOPEY1
	dopey family member 1
	50
	-1.47
	7.92E-03

	GB15749-RA
	similar to WD repeat and HMG-box DNA binding protein 1
	CG13350
	CG13350 gene product from transcript CG13350-RA
	WDHD1
	WD repeat and HMG-box DNA binding protein 1
	9
	0.18
	7.92E-03

	GB12461-RA
	hypothetical protein LOC725727
	
	
	
	
	12
	-0.20
	8.04E-03

	GB11020-RA
	similar to CG6761-PA
	CG6761
	CG6761 gene product from transcript CG6761-RA
	47575699
	
	8
	-0.18
	8.07E-03

	GB10219-RA
	similar to CG9706-PA, isoform A
	CG9706
	CG9706 gene product from transcript CG9706-RA
	SLC33A1
	solute carrier family 33 (acetyl-CoA transporter), member 1
	7
	0.78
	8.07E-03

	GB19764-RA
	
	CG32264
	CG32264 gene product from transcript CG32264-RB
	
	
	8
	-0.26
	8.12E-03

	GB14874-RA
	suppressor of profilin 2
	Sop2
	Suppressor of profilin 2
	ARPC1A
	actin related protein 2/3 complex, subunit 1A, 41kDa
	16
	0.17
	8.12E-03

	GB15818-RA
	similar to CG1518-PA
	CG1518
	CG1518 gene product from transcript CG1518-RA
	STT3A
	STT3, subunit of the oligosaccharyltransferase complex, homolog A (S. cerevisiae)
	9
	-3.81
	8.13E-03

	GB14838-RA
	RNA polymerase III 128kD subunit
	RpIII128
	RNA polymerase III 128kD subunit
	POLR3B
	polymerase (RNA) III (DNA directed) polypeptide B
	31
	-0.05
	8.17E-03

	GB10662-RA
	
	
	
	
	
	6
	-0.14
	8.19E-03

	GB12295-RA
	GTP-binding protein 128up
	128up
	upstream of RpIII128
	DRG1
	developmentally regulated GTP binding protein 1
	10
	-2.20
	8.19E-03

	GB18952-RA
	acetyl-coA-C-acetyltransferase 1
	CG10932
	CG10932 gene product from transcript CG10932-RA
	ACAT1
	acetyl-CoA acetyltransferase 1
	11
	0.08
	8.20E-03

	GB16306-RA
	similar to phosphatidylinositol glycan, class W
	CG9870
	CG9870 gene product from transcript CG9870-RA
	PIGW
	phosphatidylinositol glycan anchor biosynthesis, class W
	15
	0.10
	8.21E-03

	GB17177-RA
	centaurin gamma 1A
	cenG1A
	centaurin gamma 1A
	AGAP6
	ArfGAP with GTPase domain, ankyrin repeat and PH domain 6
	14
	-0.03
	8.23E-03

	GB15724-RA
	similar to hepatocellular carcinoma-associated antigen 127
	CG13001
	CG13001 gene product from transcript CG13001-RA
	ZC4H2
	zinc finger, C4H2 domain containing
	10
	-0.04
	8.23E-03

	GB10608-RA
	calcium binding protein 39
	Mo25
	CG4083 gene product from transcript CG4083-RA
	CAB39L
	calcium binding protein 39-like
	20
	-0.13
	8.25E-03

	GB11985-RA
	
	
	
	
	
	7
	-0.08
	8.38E-03

	GB11336-RA
	similar to Putative proteasome inhibitor
	
	
	
	
	7
	-0.17
	8.43E-03

	GB16001-RA
	similar to YEATS domain containing 2
	D12
	CG13400 gene product from transcript CG13400-RA
	YEATS2
	YEATS domain containing 2
	25
	-0.91
	8.46E-03

	GB12043-RA
	RPS6-protein kinase-II
	S6kII
	RPS6-protein kinase-II
	RPS6KA3
	ribosomal protein S6 kinase, 90kDa, polypeptide 3
	16
	-4.84
	8.46E-03

	GB18841-RA
	similar to egghead CG9659-PC, isoform C
	egh
	egghead
	
	
	8
	-0.07
	8.49E-03

	GB19348-RA
	
	zip
	zipper
	NUMA1
	nuclear mitotic apparatus protein 1
	10
	-0.09
	8.52E-03

	GB14212-RA
	protein kinase D
	PKD
	Protein Kinase D
	PRKD1
	protein kinase D1
	13
	0.15
	8.54E-03

	GB15123-RA
	similar to pancreatic lipase precursor
	CG8885
	CG8885 gene product from transcript CG8885-RA
	SCO1
	SCO cytochrome oxidase deficient homolog 1 (yeast)
	6
	-0.09
	8.59E-03

	GB17937-RA
	similar to CG2247-PA
	CG2247
	CG2247 gene product from transcript CG2247-RA
	FBXL7
	F-box and leucine-rich repeat protein 7
	28
	-0.12
	8.60E-03

	GB18248-RA
	
	CG18507
	CG18507 gene product from transcript CG18507-RB
	
	
	12
	-0.08
	8.60E-03

	GB16397-RA
	serine/threonine-protein kinase pelle
	pll
	pelle
	7705841
	
	6
	-0.08
	8.63E-03

	GB11189-RA
	similar to CG18870-PA
	
	
	
	
	8
	-0.21
	8.67E-03

	GB19680-RA
	similar to CG3061-PA
	CG3061
	CG3061 gene product from transcript CG3061-RA
	41054844
	
	12
	-0.07
	8.68E-03

	GB14981-RA
	chromodomain-helicase-DNA-binding protein 1
	Chd1
	Chromodomain-helicase-DNA-binding protein 1
	CHD1
	chromodomain helicase DNA binding protein 1
	36
	-0.44
	8.69E-03

	GB10572-RA
	similar to EMSY protein
	CG15356
	CG15356 gene product from transcript CG15356-RA
	C11orf30
	chromosome 11 open reading frame 30
	29
	-1.88
	8.74E-03

	GB15133-RA
	similar to Protein C4orf008 homolog
	
	
	FAM193A
	family with sequence similarity 193, member A
	41
	-0.73
	8.75E-03

	GB16575-RA
	similar to Shwachman-Bodian-Diamond syndrome protein
	CG8549
	CG8549 gene product from transcript CG8549-RA
	SBDS
	Shwachman-Bodian-Diamond syndrome
	9
	-0.07
	8.82E-03

	GB10938-RA
	similar to Tif-IA CG3278-PA
	Tif-IA
	CG3278 gene product from transcript CG3278-RA
	RRN3
	RRN3 RNA polymerase I transcription factor homolog (S. cerevisiae)
	14
	-0.11
	8.82E-03

	GB15016-RA
	heat shock 70 kDa protein cognate 3
	Hsc70-3
	Heat shock protein cognate 3
	HSPA5
	heat shock 70kDa protein 5 (glucose-regulated protein, 78kDa)
	11
	0.73
	8.83E-03

	GB14856-RA
	similar to JTBR CG1935-PA
	JTBR
	CG1935 gene product from transcript CG1935-RA
	
	
	5
	-0.01
	8.85E-03

	GB10127-RA
	similar to Ubiquitin carboxyl-terminal hydrolase 14 (Ubiquitin thioesterase 14) (Ubiquitin-specific-processing protease 14) (Deubiquitinating enzyme 14)
	CG5384
	CG5384 gene product from transcript CG5384-RA
	USP14
	ubiquitin specific peptidase 14 (tRNA-guanine transglycosylase)
	8
	-1.21
	8.93E-03

	GB11101-RA
	similar to CG12263-PA
	CG12263
	CG12263 gene product from transcript CG12263-RA
	PIGO
	phosphatidylinositol glycan anchor biosynthesis, class O
	9
	-0.08
	8.97E-03

	GB10591-RA
	
	CG34191
	CG34191 gene product from transcript CG34191-RA
	UFM1
	ubiquitin-fold modifier 1
	8
	-0.17
	9.00E-03

	GB14686-RA
	mediator of RNA polymerase II transcription subunit 24
	MED24
	Mediator complex subunit 24
	MED24
	mediator complex subunit 24
	33
	0.24
	9.01E-03

	GB18573-RA
	
	CG8005
	CG8005 gene product from transcript CG8005-RA
	DHPS
	deoxyhypusine synthase
	6
	0.00
	9.11E-03

	GB16238-RA
	similar to c12.2 CG12149-PA
	c12.2
	CG12149 gene product from transcript CG12149-RA
	KIAA0564
	KIAA0564
	36
	-2.17
	9.14E-03

	GB19247-RA
	similar to Elongation factor 2 (EF-2)
	Ef2b
	Elongation factor 2b
	EEF2
	eukaryotic translation elongation factor 2
	35
	-2.38
	9.16E-03

	GB20059-RA
	similar to scruin like at the midline CG5186-PA, isoform A
	slim
	scruin like at the midline
	KLHDC10
	kelch domain containing 10
	7
	-0.10
	9.19E-03

	GB18180-RA
	
	Nup75
	CG5733 gene product from transcript CG5733-RA
	NUP85
	nucleoporin 85kDa
	9
	-0.15
	9.20E-03

	GB17045-RA
	xanthine dehydrogenase
	ry
	rosy
	XDH
	xanthine dehydrogenase
	19
	0.01
	9.20E-03

	GB13647-RA
	N-acetylglucosamine-6-sulphatase
	CG18278
	CG18278 gene product from transcript CG18278-RA
	GNS
	glucosamine (N-acetyl)-6-sulfatase
	5
	-0.29
	9.29E-03

	GB13162-RA
	
	
	
	11072093
	
	10
	-0.14
	9.30E-03

	GB12808-RA
	protein-transport protein SEC31
	sec31
	CG8266 gene product from transcript CG8266-RA
	SEC31A
	SEC31 homolog A (S. cerevisiae)
	18
	-0.70
	9.36E-03

	GB15293-RA
	
	aux
	auxillin
	DNAJC6
	DnaJ (Hsp40) homolog, subfamily C, member 6
	8
	-2.58
	9.36E-03

	GB12032-RA
	similar to CG1824-PA
	CG1824
	CG1824 gene product from transcript CG1824-RA
	ABCB8
	ATP-binding cassette, sub-family B (MDR/TAP), member 8
	19
	0.65
	9.43E-03

	GB14095-RA
	similar to CG5284-PA, isoform A
	CG5284
	CG5284 gene product from transcript CG5284-RB
	CLCN3
	chloride channel 3
	23
	-0.46
	9.45E-03

	GB18714-RA
	similar to CG13889-PA
	c(3)G
	crossover suppressor on 3 of Gowen
	CEP290
	centrosomal protein 290kDa
	10
	-0.10
	9.52E-03

	GB19923-RA
	similar to Cathepsin L precursor (Cysteine proteinase 1)
	Cp1
	Cysteine proteinase-1
	CTSL2
	cathepsin L2
	5
	-0.10
	9.54E-03

	GB17162-RA
	
	CG15040
	CG15040 gene product from transcript CG15040-RA
	
	
	12
	-0.17
	9.58E-03

	GB15151-RA
	similar to DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 11 (CHL1-like helicase homolog, S. cerevisiae)
	CG11403
	CG11403 gene product from transcript CG11403-RA
	DDX11
	DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 11
	6
	-0.08
	9.64E-03

	GB17430-RA
	similar to CG5830-PA
	CG5830
	CG5830 gene product from transcript CG5830-RA
	CTDSPL
	CTD (carboxy-terminal domain, RNA polymerase II, polypeptide A) small phosphatase-like
	7
	-0.08
	9.68E-03

	GB11480-RA
	pre-mRNA-processing factor 19
	Gbp
	
	PRPF19
	PRP19/PSO4 pre-mRNA processing factor 19 homolog (S. cerevisiae)
	12
	-0.08
	9.79E-03

	GB15936-RA
	similar to CG2931-PA
	CG2931
	CG2931 gene product from transcript CG2931-RA
	RBM42
	RNA binding motif protein 42
	16
	-0.26
	9.82E-03

	GB10014-RA
	similar to CG2211-PA
	CG2211
	CG2211 gene product from transcript CG2211-RA
	
	
	5
	-0.12
	1.00E-02

	GB13411-RA
	
	CG5149
	CG5149 gene product from transcript CG5149-RA
	38327644
	
	12
	-0.09
	1.01E-02

	GB15597-RA
	potassium voltage-gated channel protein eag
	eag
	ether a go-go
	KCNH5
	potassium voltage-gated channel, subfamily H (eag-related), member 5
	12
	-0.09
	1.01E-02

	GB14413-RA
	similar to CG3793-PA
	CG3793
	CG3793 gene product from transcript CG3793-RA
	LCMT1
	leucine carboxyl methyltransferase 1
	8
	-0.01
	1.01E-02

	GB10090-RA
	similar to CG7288-PA
	CG7288
	CG7288 gene product from transcript CG7288-RA
	USP39
	ubiquitin specific peptidase 39
	10
	-0.21
	1.01E-02

	GB14641-RA
	similar to Patsas CG6618-PB, isoform B
	Patsas
	CG6618 gene product from transcript CG6618-RA
	ZDHHC9
	zinc finger, DHHC-type containing 9
	7
	-1.35
	1.01E-02

	GB20126-RA
	GMC oxidoreductase 15
	CG6142
	CG6142 gene product from transcript CG6142-RA
	CHDH
	choline dehydrogenase
	6
	-0.21
	1.01E-02

	GB10041-RA
	similar to DDHD domain containing 1
	rdgB
	retinal degeneration B
	DDHD1
	DDHD domain containing 1
	6
	0.00
	1.01E-02

	GB16319-RA
	NIK- and IKBKB-binding protein homolog
	CG2478
	CG2478 gene product from transcript CG2478-RA
	TRAPPC9
	trafficking protein particle complex 9
	27
	2.10
	1.02E-02

	GB15633-RA
	similar to Calmodulin CG8472-PA, isoform A
	Cam
	Calmodulin
	CALM1
	calmodulin 1 (phosphorylase kinase, delta)
	10
	-0.04
	1.02E-02

	GB19412-RA
	similar to glaikit CG8825-PA
	gkt
	glaikit
	TDP1
	tyrosyl-DNA phosphodiesterase 1
	18
	-0.50
	1.02E-02

	GB17518-RA
	hypothetical LOC551444
	
	
	
	
	6
	-0.23
	1.02E-02

	GB20142-RA
	similar to CG16952-PA, isoform A
	CG16952
	CG16952 gene product from transcript CG16952-RA
	BTBD7
	BTB (POZ) domain containing 7
	7
	-4.84
	1.02E-02

	GB15124-RA
	
	
	
	C3orf15
	chromosome 3 open reading frame 15
	13
	-0.09
	1.02E-02

	GB15186-RA
	similar to CG32177-PA
	CG32177
	CG32177 gene product from transcript CG32177-RA
	NDFIP2
	Nedd4 family interacting protein 2
	10
	-0.12
	1.03E-02

	GB30162-RA
	
	n-syb
	n-synaptobrevin
	VAMP2
	vesicle-associated membrane protein 2 (synaptobrevin 2)
	7
	-0.05
	1.03E-02

	GB10212-RA
	similar to citron
	sti
	sticky
	CIT
	citron (rho-interacting, serine/threonine kinase 21)
	29
	2.81
	1.05E-02

	GB19630-RA
	similar to LSM16 homolog (EDC3, S. cerevisiae)
	CG6311
	
	EDC3
	enhancer of mRNA decapping 3 homolog (S. cerevisiae)
	12
	-0.12
	1.05E-02

	GB12267-RA
	nucleolar complex protein 2 homolog
	CG9246
	CG9246 gene product from transcript CG9246-RA
	NOC2L
	nucleolar complex associated 2 homolog (S. cerevisiae)
	20
	-1.36
	1.05E-02

	GB16456-RA
	DNA-directed RNA polymerase III subunit 5
	Sin
	Sex-lethal interactor
	POLR3E
	polymerase (RNA) III (DNA directed) polypeptide E (80kD)
	7
	-0.12
	1.05E-02

	GB17676-RA
	ribosome biogenesis protein BMS1
	CG7728
	CG7728 gene product from transcript CG7728-RA
	BMS1
	BMS1 homolog, ribosome assembly protein (yeast)
	21
	0.08
	1.05E-02

	GB10045-RA
	similar to Bem46 CG18642-PA
	Bem46
	CG18642 gene product from transcript CG18642-RA
	ABHD13
	abhydrolase domain containing 13
	6
	-0.28
	1.06E-02

	GB10618-RA
	aurora borealis
	CG6897
	
	
	
	16
	-0.20
	1.06E-02

	GB11978-RA
	visgun
	
	
	
	
	7
	-1.39
	1.06E-02

	GB12470-RA
	similar to CG11334-PB, isoform B
	CG11334
	CG11334 gene product from transcript CG11334-RA
	MRI1
	methylthioribose-1-phosphate isomerase homolog (S. cerevisiae)
	13
	-0.06
	1.06E-02

	GB15973-RA
	nucleolar complex protein 3 homolog
	CG1234
	CG1234 gene product from transcript CG1234-RA
	NOC3L
	nucleolar complex associated 3 homolog (S. cerevisiae)
	8
	-0.01
	1.06E-02

	GB16870-RA
	
	
	
	
	
	5
	-0.26
	1.06E-02

	GB15335-RA
	similar to CG40042-PA.3
	CG40042
	CG40042 gene product from transcript CG40042-RA
	LOC10431
	translocase of inner mitochondrial membrane 23 homolog (yeast)-like
	8
	-0.09
	1.07E-02

	GB15437-RA
	similar to CG17034-PD, isoform D
	CG17034
	
	ATP8A1
	ATPase, aminophospholipid transporter (APLT), class I, type 8A, member 1
	60
	0.35
	1.07E-02

	GB14437-RA
	similar to CHIP CG5203-PA
	CHIP
	CG5203 gene product from transcript CG5203-RA
	STUB1
	STIP1 homology and U-box containing protein 1
	8
	-0.08
	1.07E-02

	GB13913-RA
	similar to CG8531-PA
	CG8531
	CG8531 gene product from transcript CG8531-RA
	DNAJC11
	DnaJ (Hsp40) homolog, subfamily C, member 11
	17
	-0.02
	1.07E-02

	GB18822-RA
	similar to CG12713-PA
	CG12713
	CG12713 gene product from transcript CG12713-RA
	C15orf41
	chromosome 15 open reading frame 41
	6
	-0.19
	1.08E-02

	GB17002-RA
	similar to General transcription factor 3C polypeptide 5 (Transcription factor IIIC-epsilon subunit) (TF3C-epsilon) (TFIIIC 63 kDa subunit) (TFIIIC63)
	l(2)37Cd
	lethal (2) 37Cd
	6912402
	
	19
	-0.09
	1.08E-02

	GB18004-RB
	similar to CG31075-PA
	CG31075
	CG31075 gene product from transcript CG31075-RA
	ALDH1B1
	aldehyde dehydrogenase 1 family, member B1
	11
	-0.20
	1.08E-02

	GB18004-RC
	similar to CG31075-PA
	CG31075
	CG31075 gene product from transcript CG31075-RA
	ALDH1B1
	aldehyde dehydrogenase 1 family, member B1
	11
	-0.20
	1.08E-02

	GB18004-RA
	similar to CG31075-PA
	CG31075
	CG31075 gene product from transcript CG31075-RA
	ALDH1B1
	aldehyde dehydrogenase 1 family, member B1
	11
	-0.20
	1.08E-02

	GB16667-RA
	inositol 1,4,5-triphosphate kinase
	IP3K2
	Inositol 1,4,5-triphosphate kinase 2
	38569400
	
	8
	0.19
	1.09E-02

	GB30358-RC
	
	IP3K2
	Inositol 1,4,5-triphosphate kinase 2
	ITPKB
	inositol 1,4,5-trisphosphate 3-kinase B
	8
	0.19
	1.09E-02

	GB30358-RB
	
	IP3K2
	Inositol 1,4,5-triphosphate kinase 2
	ITPKB
	inositol 1,4,5-trisphosphate 3-kinase B
	8
	0.19
	1.09E-02

	GB16325-RA
	similar to transcriptional adaptor 2 (ADA2 homolog, yeast)-like
	Rpb4
	CG33520 gene product from transcript CG33520-RC
	TADA2A
	transcriptional adaptor 2A
	17
	1.09
	1.09E-02

	GB30142-RA
	
	Rpb4
	CG33520 gene product from transcript CG33520-RC
	TADA2A
	transcriptional adaptor 2A
	17
	1.09
	1.09E-02

	GB18526-RA
	similar to topoisomerase 1-binding RING finger
	Topors
	Topoisomerase I-interacting protein
	TOPORS
	topoisomerase I binding, arginine/serine-rich
	27
	0.30
	1.10E-02

	GB19533-RA
	similar to fidgetin-like 1
	CG3326
	CG3326 gene product from transcript CG3326-RA
	FIGNL1
	fidgetin-like 1
	9
	-0.09
	1.10E-02

	GB16657-RA
	polycomblike
	Pcl
	Polycomblike
	PHF19
	PHD finger protein 19
	20
	-0.44
	1.11E-02

	GB17164-RA
	similar to CG10286-PA
	CG10286
	CG10286 gene product from transcript CG10286-RA
	HEATR3
	HEAT repeat containing 3
	6
	0.14
	1.11E-02

	GB15954-RA
	cyclin K
	CycK
	Cyclin K
	CCNK
	cyclin K
	5
	-0.07
	1.12E-02

	GB13444-RA
	gemin3
	Dhh1
	
	DDX20
	DEAD (Asp-Glu-Ala-Asp) box polypeptide 20
	16
	-0.59
	1.12E-02

	GB19005-RA
	
	CG15040
	CG15040 gene product from transcript CG15040-RA
	DSPP
	dentin sialophosphoprotein
	9
	-1.01
	1.14E-02

	GB14113-RA
	similar to Chromodomain helicase-DNA-binding protein Mi-2 homolog (ATP-dependent helicase Mi-2) (dMi-2)
	Mi-2
	CG8103 gene product from transcript CG8103-RB
	CHD4
	chromodomain helicase DNA binding protein 4
	53
	-1.12
	1.14E-02

	GB13858-RA
	cyclin G
	CycG
	Cyclin G
	CCNG2
	cyclin G2
	17
	0.07
	1.15E-02

	GB10700-RA
	plenty of SH3s
	POSH
	Plenty of SH3s
	SH3RF3
	SH3 domain containing ring finger 3
	26
	0.09
	1.15E-02

	GB14152-RA
	similar to Protein KIAA0232
	
	
	KIAA0232
	KIAA0232
	6
	-0.34
	1.16E-02

	GB17344-RA
	
	CG1776
	
	DAPK3
	death-associated protein kinase 3
	10
	-0.06
	1.16E-02

	GB17313-RA
	similar to CG12121-PA
	CG12121
	CG12121 gene product from transcript CG12121-RA
	GPR107
	G protein-coupled receptor 107
	5
	-8.49
	1.16E-02

	GB18132-RA
	similar to solute carrier family 41 member 1
	CG33181
	CG33181 gene product from transcript CG33181-RF
	SLC41A1
	solute carrier family 41, member 1
	18
	-0.10
	1.16E-02

	GB19235-RA
	PRP4 pre-mRNA processing factor 4
	CG6322
	CG6322 gene product from transcript CG6322-RA
	PRPF4
	PRP4 pre-mRNA processing factor 4 homolog (yeast)
	17
	-2.17
	1.18E-02

	GB19795-RA
	similar to CG3561-PA
	KH1
	CG3561 gene product from transcript CG3561-RA
	DDX28
	DEAD (Asp-Glu-Ala-Asp) box polypeptide 28
	7
	-1.62
	1.18E-02

	GB12178-RA
	similar to lactation elevated 1
	CG8520
	CG8520 gene product from transcript CG8520-RA
	LACE1
	lactation elevated 1
	8
	-0.14
	1.18E-02

	GB10112-RA
	nucleoporin 54kDa
	CG8831
	CG8831 gene product from transcript CG8831-RA
	NUP54
	nucleoporin 54kDa
	21
	-0.82
	1.18E-02

	GB12719-RA
	similar to CG7441-PA
	CG7441
	CG7441 gene product from transcript CG7441-RA
	WARS2
	tryptophanyl tRNA synthetase 2, mitochondrial
	6
	-0.30
	1.19E-02

	GB12051-RA
	similar to HECT, UBA and WWE domain containing 1
	CG8184
	CG8184 gene product from transcript CG8184-RB
	HUWE1
	HECT, UBA and WWE domain containing 1
	7
	-6.06
	1.20E-02

	GB12633-RA
	ribosomal protein L23
	RpL23
	Ribosomal protein L23
	RPL23
	ribosomal protein L23
	6
	-0.07
	1.20E-02

	GB14837-RA
	phagocyte signaling impaired
	CG4845
	
	NAA25
	N(alpha)-acetyltransferase 25, NatB auxiliary subunit
	10
	-1.21
	1.20E-02

	GB19284-RA
	similar to multi sex combs CG12058-PA
	mxc
	multi sex combs
	LARP7
	La ribonucleoprotein domain family, member 7
	10
	-0.12
	1.20E-02

	GB11390-RA
	yurt-like protein
	yrt
	yurt
	EPB41L5
	erythrocyte membrane protein band 4.1 like 5
	14
	-0.78
	1.20E-02

	GB12217-RA
	similar to CG6995-PA, isoform A
	CG6995
	CG6995 gene product from transcript CG6995-RA
	SAFB2
	scaffold attachment factor B2
	25
	-1.02
	1.21E-02

	GB17383-RA
	inositol trisphosphate 3-kinase
	CG10082
	CG10082 gene product from transcript CG10082-RA
	IP6K3
	inositol hexakisphosphate kinase 3
	21
	-1.54
	1.21E-02

	GB10326-RA
	
	
	
	
	
	14
	-2.33
	1.22E-02

	GB17826-RA
	Rab-protein 10
	Rab10
	Rab-protein 10
	RAB10
	RAB10, member RAS oncogene family
	6
	-0.06
	1.24E-02

	GB16392-RA
	similar to CG11414-PA
	CG11414
	CG11414 gene product from transcript CG11414-RA
	ZNF598
	zinc finger protein 598
	12
	0.43
	1.24E-02

	GB15013-RA
	hypothetical protein LOC725009
	
	
	
	
	10
	-0.17
	1.24E-02

	GB19751-RA
	alpha mannosidase II
	alpha-Man-II
	alpha Mannosidase II
	MAN2A2
	mannosidase, alpha, class 2A, member 2
	19
	-0.09
	1.24E-02

	GB30327-RA
	
	CG15040
	CG15040 gene product from transcript CG15040-RA
	ZNF292
	zinc finger protein 292
	6
	-0.22
	1.25E-02

	GB11072-RA
	similar to CG30053-PA
	CG30053
	CG30053 gene product from transcript CG30053-RA
	
	
	12
	-0.07
	1.25E-02

	GB17317-RA
	chromosome-associated protein
	Cap
	Chromosome-associated protein
	SMC3
	structural maintenance of chromosomes 3
	20
	-0.12
	1.25E-02

	GB14817-RA
	schizo
	siz
	schizo
	IQSEC1
	IQ motif and Sec7 domain 1
	13
	-7.76
	1.25E-02

	GB10234-RA
	similar to CG8188-PA, isoform A
	CG8188
	CG8188 gene product from transcript CG8188-RB
	UBE2S
	ubiquitin-conjugating enzyme E2S
	5
	-0.10
	1.26E-02

	GB12891-RA
	similar to CG11859-PA
	CG11859
	CG11859 gene product from transcript CG11859-RA
	RIOK2
	RIO kinase 2 (yeast)
	13
	-0.12
	1.26E-02

	GB12435-RA
	similar to CG9107-PB, isoform B
	CG9107
	CG9107 gene product from transcript CG9107-RA
	RRP7A
	ribosomal RNA processing 7 homolog A (S. cerevisiae)
	5
	-0.39
	1.27E-02

	GB10176-RA
	hypothetical LOC552071
	
	
	
	
	6
	-0.15
	1.27E-02

	GB10800-RA
	t-complex protein 1 subunit gamma
	Cctgamma
	CG8977 gene product from transcript CG8977-RA
	CCT3
	chaperonin containing TCP1, subunit 3 (gamma)
	15
	-0.04
	1.27E-02

	GB13863-RA
	
	
	
	
	
	9
	-0.09
	1.28E-02

	GB30078-RA
	
	
	
	BAT2L2
	HLA-B associated transcript 2-like 2
	5
	-0.31
	1.28E-02

	GB16449-RA
	phosphatidylinositol 4-kinase II beta
	Pi4KIIalpha
	CG2929 gene product from transcript CG2929-RA
	PI4K2B
	phosphatidylinositol 4-kinase type 2 beta
	27
	-0.34
	1.29E-02

	GB30189-RA
	
	Nf-YA
	Nuclear factor Y-box A
	NFYA
	nuclear transcription factor Y, alpha
	12
	-0.18
	1.29E-02

	GB15620-RA
	exportin-1
	emb
	embargoed
	XPO1
	exportin 1 (CRM1 homolog, yeast)
	21
	-0.38
	1.29E-02

	GB17600-RA
	
	
	
	
	
	16
	-0.09
	1.29E-02

	GB19096-RA
	similar to CG9245-PA, isoform A
	Pis
	Phosphatidylinositol synthase
	CDIPT
	CDP-diacylglycerol--inositol 3-phosphatidyltransferase
	5
	0.07
	1.29E-02

	GB13143-RA
	reduction in Cnn dots 1
	CG8233
	
	KIAA1310
	KIAA1310
	18
	-0.09
	1.30E-02

	GB11851-RA
	protein SMG8
	CG6729
	CG6729 gene product from transcript CG6729-RA
	C17orf71
	chromosome 17 open reading frame 71
	14
	0.72
	1.31E-02

	GB18302-RA
	similar to DNA topoisomerase 2-binding protein 1 (DNA topoisomerase II-binding protein 1) (DNA topoisomerase IIbeta-binding protein 1) (TopBP1)
	mus101
	mutagen-sensitive 101
	5902138
	
	16
	-0.20
	1.31E-02

	GB19598-RA
	similar to centrosomal protein 4
	CG17081
	
	CEP135
	centrosomal protein 135kDa
	20
	-1.32
	1.31E-02

	GB14375-RA
	similar to Patj CG12021-PC, isoform C
	Patj
	CG12021 gene product from transcript CG12021-RC
	MPDZ
	multiple PDZ domain protein
	8
	-0.14
	1.32E-02

	GB19912-RA
	similar to integrator complex subunit 4
	l(1)G0095
	lethal (1) G0095
	INTS4
	integrator complex subunit 4
	17
	-1.03
	1.32E-02

	GB14161-RA
	similar to CG10933-PA
	CG10933
	CG10933 gene product from transcript CG10933-RA
	
	
	10
	0.62
	1.34E-02

	GB16916-RA
	similar to mrj CG8448-PA, isoform A
	mrj
	CG8448 gene product from transcript CG8448-RD
	DNAJB3
	DnaJ (Hsp40) homolog, subfamily B, member 3
	22
	-0.65
	1.34E-02

	GB16216-RA
	chitinase
	CG7565
	CG7565 gene product from transcript CG7565-RA
	KIAA0319L
	KIAA0319-like
	29
	-0.57
	1.35E-02

	GB10171-RA
	similar to CREB binding protein
	nej
	nejire
	CREBBP
	CREB binding protein
	15
	-0.05
	1.36E-02

	GB19174-RA
	
	Lsd-2
	Lipid storage droplet-2
	
	
	7
	-0.05
	1.36E-02

	GB13339-RA
	similar to lethal (3) 73Ah CG4195-PA
	l(3)73Ah
	lethal (3) 73Ah
	PCGF3
	polycomb group ring finger 3
	6
	0.08
	1.36E-02

	GB10098-RA
	Rab GTPase activating protein 6
	CG7112
	CG7112 gene product from transcript CG7112-RB
	12232373
	
	14
	-0.52
	1.37E-02

	GB11893-RA
	S-phase kinase-associated protein 2
	CG9772
	CG9772 gene product from transcript CG9772-RB
	SKP2
	S-phase kinase-associated protein 2 (p45)
	24
	0.92
	1.37E-02

	GB17850-RA
	K[+]-channel tetramerization protein
	mri
	mrityu
	BTBD10
	BTB (POZ) domain containing 10
	13
	0.40
	1.37E-02

	GB10835-RB
	cysteine string protein
	Csp
	Cysteine string protein
	DNAJC5
	DnaJ (Hsp40) homolog, subfamily C, member 5
	6
	-0.01
	1.38E-02

	GB10835-RA
	cysteine string protein
	Csp
	Cysteine string protein
	DNAJC5
	DnaJ (Hsp40) homolog, subfamily C, member 5
	6
	-0.01
	1.38E-02

	GB17898-RA
	villin-like protein quail
	qua
	quail
	AVIL
	advillin
	10
	-2.47
	1.38E-02

	GB13729-RA
	exocyst complex component 6
	sec15
	CG7034 gene product from transcript CG7034-RA
	EXOC6
	exocyst complex component 6
	23
	-0.74
	1.38E-02

	GB14523-RA
	similar to dactylaplasia
	
	
	FBXW4
	F-box and WD repeat domain containing 4
	7
	-0.11
	1.38E-02

	GB19084-RA
	similar to anaphase promoting complex subunit 1
	shtd
	shattered
	ANAPC1
	anaphase promoting complex subunit 1
	30
	0.49
	1.38E-02

	GB11611-RA
	similar to CG12393-PA, isoform A
	CG12393
	CG12393 gene product from transcript CG12393-RB
	FAM109A
	family with sequence similarity 109, member A
	11
	-0.02
	1.38E-02

	GB14945-RA
	
	scrib
	scribbled
	SCRIB
	scribbled homolog (Drosophila)
	9
	-0.35
	1.39E-02

	GB13965-RA
	twinfilin
	twf
	twinfilin
	TWF1
	twinfilin, actin-binding protein, homolog 1 (Drosophila)
	10
	-0.13
	1.39E-02

	GB12414-RA
	similar to CG3542-PA, isoform A
	CG3542
	CG3542 gene product from transcript CG3542-RA
	PRPF40A
	PRP40 pre-mRNA processing factor 40 homolog A (S. cerevisiae)
	14
	-1.15
	1.40E-02

	GB10352-RA
	6-phosphofructo-2-kinase
	Pfrx
	6-phosphofructo-2-kinase
	PFKFB1
	6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 1
	20
	-0.06
	1.40E-02

	GB30493-RA_2
	
	wds
	will die slowly
	RFWD2
	ring finger and WD repeat domain 2
	15
	-0.01
	1.40E-02

	GB30210-RA
	
	dac
	dachshund
	DACH1
	dachshund homolog 1 (Drosophila)
	13
	-3.56
	1.41E-02

	GB11663-RA
	N-myristoyl transferase
	Nmt
	N-myristoyl transferase
	NMT2
	N-myristoyltransferase 2
	23
	-0.10
	1.41E-02

	GB13635-RA
	similar to CG9667-PA
	CG9667
	CG9667 gene product from transcript CG9667-RA
	ISY1
	ISY1 splicing factor homolog (S. cerevisiae)
	8
	-0.21
	1.42E-02

	GB11010-RA
	
	
	
	
	
	5
	-0.09
	1.42E-02

	GB17112-RA
	similar to Chloride channel protein 7 (ClC-7)
	CG8594
	CG8594 gene product from transcript CG8594-RA
	CLCN7
	chloride channel 7
	14
	-0.17
	1.42E-02

	GB10785-RA
	similar to zinc finger protein 235
	crol
	crooked legs
	ZNF585A
	zinc finger protein 585A
	19
	-0.22
	1.42E-02

	GB10782-RA
	TM2 domain-containing protein CG10795 ortholog
	CG10795
	CG10795 gene product from transcript CG10795-RA
	TM2D1
	TM2 domain containing 1
	6
	-0.07
	1.43E-02

	GB13478-RA
	Rab21 protein
	Rab21
	CG17515 gene product from transcript CG17515-RC
	RAB21
	RAB21, member RAS oncogene family
	7
	-0.09
	1.45E-02

	GB13420-RA
	similar to CG4447-PA
	CG4447
	CG4447 gene product from transcript CG4447-RA
	MRRF
	mitochondrial ribosome recycling factor
	5
	-0.12
	1.45E-02

	GB18350-RA
	similar to CG11877-PA
	CG11877
	CG11877 gene product from transcript CG11877-RA
	ATG14
	ATG14 autophagy related 14 homolog (S. cerevisiae)
	11
	-0.22
	1.46E-02

	GB19143-RA
	similar to dynein, axonemal, intermediate chain 1
	CG9313
	CG9313 gene product from transcript CG9313-RA
	DNAI1
	dynein, axonemal, intermediate chain 1
	7
	-0.18
	1.47E-02

	GB18954-RA
	similar to CG31618-PA
	His2A:
CG33865
	CG33865 gene product from transcript CG33865-RA
	HIST1H2
AK
	histone cluster 1, H2ak
	5
	-0.11
	1.48E-02

	GB17400-RA
	similar to Alhambra CG1070-PD, isoform D
	Alh
	Alhambra
	MLLT10
	myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 10
	52
	0.02
	1.48E-02

	GB13395-RA
	similar to Sel-1 homolog precursor (Suppressor of lin-12-like protein) (Sel-1L)
	CG10221
	CG10221 gene product from transcript CG10221-RA
	SEL1L
	sel-1 suppressor of lin-12-like (C. elegans)
	24
	0.05
	1.48E-02

	GB18340-RA
	
	ppk16
	pickpocket 16
	
	
	7
	-0.22
	1.49E-02

	GB13699-RA
	vacuole membrane protein 1
	Tango5
	Transport and Golgi organization 5
	TMEM49
	transmembrane protein 49
	8
	0.00
	1.49E-02

	GB19480-RA
	similar to lethal (1) G0196 CG14616-PD, isoform D
	l(1)G0196
	lethal (1) G0196
	PPIP5K2
	diphosphoinositol pentakisphosphate kinase 2
	52
	-1.34
	1.49E-02

	GB14279-RA
	similar to vacuolar protein sorting 53
	CG3338
	CG3338 gene product from transcript CG3338-RA
	VPS53
	vacuolar protein sorting 53 homolog (S. cerevisiae)
	17
	1.30
	1.49E-02

	GB16193-RA
	kin17 protein
	kin17
	CG5649 gene product from transcript CG5649-RA
	KIN
	KIN, antigenic determinant of recA protein homolog (mouse)
	9
	-0.10
	1.49E-02

	GB16358-RB
	similar to CG5021-PB, isoform B
	CG5021
	CG5021 gene product from transcript CG5021-RA
	FAM18A
	family with sequence similarity 18, member A
	12
	-0.10
	1.49E-02

	GB16358-RA
	similar to CG5021-PB, isoform B
	CG5021
	CG5021 gene product from transcript CG5021-RA
	FAM18A
	family with sequence similarity 18, member A
	12
	-0.10
	1.49E-02

	GB13071-RA
	similar to CG1637-PB, isoform B
	CG1637
	CG1637 gene product from transcript CG1637-RC
	PAPL
	iron/zinc purple acid phosphatase-like protein
	13
	-0.08
	1.49E-02

	GB11489-RA
	
	ND42
	NADH:ubiqui reductase 42kD subunit precursor
	NDUFA10
	NADH dehydrogenase (ubiqui) 1 alpha subcomplex, 10, 42kDa
	6
	-0.18
	1.50E-02

	GB18945-RA
	similar to Cdc37 CG12019-PA
	Cdc37
	CG12019 gene product from transcript CG12019-RA
	CDC37
	cell division cycle 37 homolog (S. cerevisiae)
	5
	-0.11
	1.51E-02

	GB12889-RA
	
	
	
	
	
	8
	-0.11
	1.52E-02

	GB10806-RA
	similar to CG33108-PA
	CG33108
	CG33108 gene product from transcript CG33108-RB
	124517702
	
	9
	-3.50
	1.52E-02

	GB10738-RA
	similar to F-box only protein 21 isoform 2
	
	
	FBXO21
	F-box protein 21
	13
	-0.17
	1.53E-02

	GB16086-RA
	serine/threonine-protein kinase grapes
	grp
	grapes
	4502803
	
	9
	0.21
	1.53E-02

	GB19131-RA
	similar to IMP4, U3 small nucleolar ribonucleoprotein, homolog
	CG11920
	CG11920 gene product from transcript CG11920-RA
	IMP4
	IMP4, U3 small nucleolar ribonucleoprotein, homolog (yeast)
	6
	-0.13
	1.54E-02

	GB13290-RA
	verthandi
	Rad21
	
	RAD21
	RAD21 homolog (S. pombe)
	14
	-0.10
	1.54E-02

	GB19730-RA
	similar to Probable N(2),N(2)-dimethylguanosine tRNA methyltransferase (tRNA(guanine-26,N(2)-N(2)) methyltransferase) (tRNA 2,2-dimethylguanosine-26 methyltransferase) (tRNA(m(2,2)G26)dimethyltransferase)
	CG6388
	CG6388 gene product from transcript CG6388-RA
	TRMT1
	TRM1 tRNA methyltransferase 1 homolog (S. cerevisiae)
	16
	-0.04
	1.54E-02

	GB12949-RA
	6-phosphogluconate dehydrogenase, decarboxylating
	Pgd
	Phosphogluconate dehydrogenase
	PGD
	phosphogluconate dehydrogenase
	8
	-0.07
	1.55E-02

	GB17471-RA
	similar to CG3678-PA
	CG17556
	CG17556 gene product from transcript CG17556-RA
	TTC35
	tetratricopeptide repeat domain 35
	9
	-0.01
	1.55E-02

	GB16828-RA
	similar to CG3825-PA
	CG3825
	CG3825 gene product from transcript CG3825-RA
	PPP1R15A
	protein phosphatase 1, regulatory (inhibitor) subunit 15A
	13
	0.00
	1.55E-02

	GB10318-RA
	similar to survival motor neuron domain containing 1
	
	
	SMNDC1
	survival motor neuron domain containing 1
	11
	-0.11
	1.55E-02

	GB10843-RA
	similar to peptidylprolyl isomerase domain and WD repeat containing 1
	CG3511
	CG3511 gene product from transcript CG3511-RA
	PPWD1
	peptidylprolyl isomerase domain and WD repeat containing 1
	11
	-0.96
	1.55E-02

	GB12617-RA
	piRNA methyltransferase
	CG12367
	
	C1orf59
	chromosome 1 open reading frame 59
	13
	-0.30
	1.56E-02

	GB17785-RA
	Nedd8
	Nedd8
	CG10679 gene product from transcript CG10679-RA
	NEDD8
	neural precursor cell expressed, developmentally down-regulated 8
	10
	-0.05
	1.56E-02

	GB13651-RA
	similar to CG17540-PA.3
	Spf45
	CG17540 gene product from transcript CG17540-RA
	RBM17
	RNA binding motif protein 17
	12
	-0.03
	1.56E-02

	GB30217-RA
	
	crm
	cramped
	CRAMP1L
	Crm, cramped-like (Drosophila)
	16
	0.14
	1.58E-02

	GB11687-RA
	phosphotidylinositol 3 kinase 59F ortholog
	Pi3K59F
	Phosphotidylinositol 3 kinase 59F
	PIK3C3
	phosphoinositide-3-kinase, class 3
	20
	0.00
	1.59E-02

	GB12684-RA
	similar to Nuclear transcription factor Y subunit alpha (Nuclear transcription factor Y subunit A) (NF-YA) (CAAT-box DNA-binding protein subunit A)
	CG3891
	
	NFYA
	nuclear transcription factor Y, alpha
	17
	-0.14
	1.60E-02

	GB17187-RA
	transcription initiation factor TFIID subunit 7
	Taf7
	TBP-associated factor 7
	TAF7
	TAF7 RNA polymerase II, TATA box binding protein (TBP)-associated factor, 55kDa
	7
	0.13
	1.60E-02

	GB10950-RA
	similar to ligatin
	ligatin
	CG31426 gene product from transcript CG31426-RA
	LGTN
	ligatin
	15
	0.32
	1.60E-02

	GB12061-RA
	similar to CG9590-PA
	CG9590
	CG9590 gene product from transcript CG9590-RA
	FAM114A2
	family with sequence similarity 114, member A2
	5
	-0.12
	1.62E-02

	GB14848-RA
	phosphatidylinositol-binding clathrin assembly protein LAP
	lap
	like-AP180
	SNAP91
	synaptosomal-associated protein, 91kDa homolog (mouse)
	27
	1.34
	1.62E-02

	GB12686-RA
	similar to Smrter CG4013-PA, isoform A
	Smr
	Smrter
	NCOR2
	nuclear receptor corepressor 2
	9
	4.86
	1.63E-02

	GB12082-RA
	
	CG6567
	CG6567 gene product from transcript CG6567-RB
	LYPLAL1
	lysophospholipase-like 1
	5
	-0.07
	1.63E-02

	GB15340-RA
	DNA repair protein RAD50
	rad50
	CG6339 gene product from transcript CG6339-RD
	RAD50
	RAD50 homolog (S. cerevisiae)
	12
	-0.33
	1.63E-02

	GB19578-RA
	similar to CG4523-PA, isoform A
	Pink1
	PTEN-induced putative kinase 1
	PINK1
	PTEN induced putative kinase 1
	16
	-0.03
	1.63E-02

	GB12533-RA
	similar to checkpoint suppressor 1
	CHES-1-like
	Checkpoint suppressor homologue
	FOXN3
	forkhead box N3
	7
	-0.13
	1.63E-02

	GB18039-RA
	similar to SHC-adaptor protein CG3715-PA
	Shc
	SHC-adaptor protein
	52693921
	
	12
	-0.93
	1.64E-02

	GB16945-RA
	similar to carmine CG3035-PA
	cm
	carmine
	AP3M1
	adaptor-related protein complex 3, mu 1 subunit
	5
	-0.08
	1.67E-02

	GB14587-RA
	
	
	
	
	
	8
	-0.05
	1.68E-02

	GB11159-RA
	
	barr
	barren
	NCAPH
	non-SMC condensin I complex, subunit H
	7
	-0.12
	1.68E-02

	GB17539-RA
	Fibp protein
	Fibp
	CG8660 gene product from transcript CG8660-RD
	FIBP
	fibroblast growth factor (acidic) intracellular binding protein
	26
	-0.25
	1.69E-02

	GB13568-RA
	similar to CG11665-PA
	CG11665
	CG11665 gene product from transcript CG11665-RA
	SLC16A13
	solute carrier family 16, member 13 (monocarboxylic acid transporter 13)
	7
	0.95
	1.69E-02

	GB30331-RA
	
	Dredd
	Death related ced-3/Nedd2-like protein
	CASP10
	caspase 10, apoptosis-related cysteine peptidase
	5
	-0.12
	1.71E-02

	GB15047-RA
	similar to DNZDHHC/NEW1 zinc finger protein 11 CG6627-PA
	Dnz1
	DNZDHHC/NEW1 zinc finger protein 11
	ZDHHC7
	zinc finger, DHHC-type containing 7
	12
	0.10
	1.71E-02

	GB19542-RA
	similar to Rho guanine nucleotide exchange factor (GEF) 3
	
	
	ARHGEF3
	Rho guanine nucleotide exchange factor (GEF) 3
	6
	-0.32
	1.71E-02

	GB14712-RA
	
	CG8412
	CG8412 gene product from transcript CG8412-RA
	ALG12
	asparagine-linked glycosylation 12, alpha-1,6-mannosyltransferase homolog (S. cerevisiae)
	7
	-1.28
	1.71E-02

	GB12942-RA
	dreadlocks
	dock
	dreadlocks
	NCK1
	NCK adaptor protein 1
	20
	-0.02
	1.71E-02

	GB11479-RA
	similar to potassium channel tetramerisation domain containing 5
	CG32810
	CG32810 gene product from transcript CG32810-RB
	KCTD5
	potassium channel tetramerisation domain containing 5
	5
	-0.09
	1.71E-02

	GB11096-RA
	similar to CG9304-PA
	CG9304
	CG9304 gene product from transcript CG9304-RA
	
	
	7
	-0.06
	1.71E-02

	GB12159-RA
	
	dome
	domeless
	PTPRQ
	protein tyrosine phosphatase, receptor type, Q
	29
	-1.64
	1.72E-02

	GB16257-RA
	integrin alpha-PS1
	mew
	multiple edematous wings
	ITGA7
	integrin, alpha 7
	15
	0.08
	1.73E-02

	GB19671-RA
	similar to zinc finger, ZZ domain containing 3
	Atac1
	ATAC component 1
	ZZZ3
	zinc finger, ZZ-type containing 3
	16
	-0.04
	1.73E-02

	GB18667-RA
	similar to CG1440-PA
	CG1440
	CG1440 gene product from transcript CG1440-RA
	BLMH
	bleomycin hydrolase
	7
	-0.05
	1.75E-02

	GB18353-RA
	similar to CG4848-PA
	CG4848
	CG4848 gene product from transcript CG4848-RA
	COG1
	component of oligomeric golgi complex 1
	21
	-0.04
	1.76E-02

	GB17388-RA
	similar to CG5585-PA
	CG5585
	CG5585 gene product from transcript CG5585-RA
	RBBP5
	retinoblastoma binding protein 5
	7
	-0.07
	1.76E-02

	GB16039-RA
	similar to Nucleoporin Nup43 (p42)
	CG7671
	CG7671 gene product from transcript CG7671-RA
	NUP43
	nucleoporin 43kDa
	5
	-0.23
	1.76E-02

	GB18843-RA
	similar to CG14683-PA, isoform A
	CG14683
	CG14683 gene product from transcript CG14683-RA
	22749299
	
	5
	-0.18
	1.76E-02

	GB10144-RA
	chromatin assembly factor 1 subunit
	Caf1
	Chromatin assembly factor 1 subunit
	RBBP4
	retinoblastoma binding protein 4
	6
	0.00
	1.76E-02

	GB11774-RA
	
	Ho
	Heme oxygenase
	HMOX2
	heme oxygenase (decycling) 2
	9
	0.00
	1.76E-02

	GB13850-RA
	cleavage and polyadenylation specificity factor 100
	CG1957
	
	CPSF2
	cleavage and polyadenylation specific factor 2, 100kDa
	8
	-0.11
	1.77E-02

	GB14042-RA
	similar to PAP associated domain containing 1
	CG11418
	CG11418 gene product from transcript CG11418-RA
	21361704
	
	9
	0.05
	1.78E-02

	GB15113-RB
	similar to hu li tai shao CG9325-PB, isoform B
	hts
	hu li tai shao
	ADD1
	adducin 1 (alpha)
	39
	0.88
	1.78E-02

	GB16813-RA
	similar to CG7852-PA, isoform A
	CG7852
	CG7852 gene product from transcript CG7852-RA
	DENND5A
	DENN/MADD domain containing 5A
	19
	-1.74
	1.78E-02

	GB11934-RA
	
	
	
	
	
	28
	0.58
	1.79E-02

	GB19425-RA
	similar to Hsp70/Hsp90 organizing protein homolog CG2720-PA
	Hop
	Hsp70/Hsp90 organizing protein homolog
	STIP1
	stress-induced-phosphoprotein 1
	6
	-0.08
	1.79E-02

	GB11702-RA
	similar to CG11141-PB, isoform B
	CG11141
	CG11141 gene product from transcript CG11141-RB
	TECPR2
	tectonin beta-propeller repeat containing 2
	12
	-0.08
	1.80E-02

	GB19956-RA
	similar to CG6074-PA
	CG6074
	CG6074 gene product from transcript CG6074-RA
	CA6
	carbonic anhydrase VI
	15
	-2.78
	1.81E-02

	GB10357-RA
	similar to Bmcp CG7314-PB, isoform B
	Bmcp
	CG7314 gene product from transcript CG7314-RB
	SLC25A14
	solute carrier family 25 (mitochondrial carrier, brain), member 14
	8
	0.00
	1.83E-02

	GB19034-RA
	similar to CG1239-PA
	bin3
	bicoid-interacting protein 3
	MEPCE
	methylphosphate capping enzyme
	11
	-0.05
	1.83E-02

	GB14418-RA
	serine/threonine protein kinase 6
	aur
	aurora
	AURKA
	aurora kinase A
	5
	-0.15
	1.83E-02

	GB11323-RA
	diablo
	dbo
	diablo
	KLHL20
	kelch-like 20 (Drosophila)
	15
	-1.58
	1.83E-02

	GB13435-RA
	hypothetical protein LOC727652
	
	
	
	
	14
	-1.68
	1.84E-02

	GB16777-RA
	similar to CG2807-PA
	CG2807
	CG2807 gene product from transcript CG2807-RA
	SF3B1
	splicing factor 3b, subunit 1, 155kDa
	32
	-0.62
	1.84E-02

	GB10265-RA
	eIF2B-beta protein
	eIF2B-beta
	CG2677 gene product from transcript CG2677-RA
	EIF2B2
	eukaryotic translation initiation factor 2B, subunit 2 beta, 39kDa
	7
	0.00
	1.84E-02

	GB11909-RA
	similar to Transcription factor IIIA (Factor A) (TFIIIA)
	CG9609
	CG9609 gene product from transcript CG9609-RA
	ZNF888
	zinc finger protein 888
	6
	0.12
	1.84E-02

	GB16127-RA
	
	wds
	will die slowly
	RFWD2
	ring finger and WD repeat domain 2
	16
	-0.02
	1.84E-02

	GB15825-RA
	hypothetical protein LOC726832
	
	
	ZNF862
	zinc finger protein 862
	12
	0.05
	1.86E-02

	GB16241-RA
	liquid facets
	lqf
	liquid facets
	EPN2
	epsin 2
	24
	-0.35
	1.86E-02

	GB17734-RA
	similar to alternative testis transcripts open reading frame A CG4241-PA, isoform A
	att-ORFA
	alternative testis transcripts open reading frame A
	SLC25A42
	solute carrier family 25, member 42
	8
	-4.21
	1.86E-02

	GB19213-RA
	similar to fear-of-intimacy CG6817-PA
	foi
	fear-of-intimacy
	SLC39A10
	solute carrier family 39 (zinc transporter), member 10
	9
	1.08
	1.86E-02

	GB12839-RA
	double parked
	dup
	double parked
	16418337
	
	10
	-0.35
	1.87E-02

	GB14771-RA
	rhomboid-7
	rho-7
	rhomboid-7
	PARL
	presenilin associated, rhomboid-like
	8
	0.00
	1.88E-02

	GB10709-RB
	LIM protein unc-97
	stck
	steamer duck
	LIMS1
	LIM and senescent cell antigen-like domains 1
	9
	-0.07
	1.88E-02

	GB10709-RA
	LIM protein unc-97
	stck
	steamer duck
	LIMS1
	LIM and senescent cell antigen-like domains 1
	9
	-0.07
	1.88E-02

	GB18650-RB
	Tak1-binding protein
	Tab2
	TAK1-associated binding protein 2
	
	
	9
	-2.60
	1.89E-02

	GB18650-RA
	Tak1-binding protein
	Tab2
	TAK1-associated binding protein 2
	
	
	9
	-2.60
	1.89E-02

	GB18650-RC
	Tak1-binding protein
	Tab2
	TAK1-associated binding protein 2
	
	
	9
	-2.60
	1.89E-02

	GB17141-RA
	similar to CG9253-PA
	CG9253
	CG9253 gene product from transcript CG9253-RA
	DDX47
	DEAD (Asp-Glu-Ala-Asp) box polypeptide 47
	10
	-0.15
	1.90E-02

	GB13757-RA
	alpha-1,2-mannosyltransferase
	CG11306
	CG11306 gene product from transcript CG11306-RA
	ALG11
	asparagine-linked glycosylation 11, alpha-1,2-mannosyltransferase homolog (yeast)
	14
	0.00
	1.90E-02

	GB11936-RA
	ribosomal RNA processing 4
	Rrp4
	CG3931 gene product from transcript CG3931-RA
	EXOSC2
	exosome component 2
	7
	-0.07
	1.90E-02

	GB10975-RA
	
	CG15040
	CG15040 gene product from transcript CG15040-RA
	
	
	19
	-0.52
	1.90E-02

	GB18127-RA
	similar to CG32796-PB, isoform B
	boi
	brother of iHog
	BOC
	Boc homolog (mouse)
	17
	-2.38
	1.90E-02

	GB13118-RA
	structure specific recognition protein
	Ssrp
	Structure specific recognition protein
	SSRP1
	structure specific recognition protein 1
	13
	-0.19
	1.90E-02

	GB18555-RA
	similar to CG33722-PC, isoform C
	CG33722
	CG33722 gene product from transcript CG33722-RC
	ASPSCR1
	alveolar soft part sarcoma chromosome region, candidate 1
	8
	0.11
	1.90E-02

	GB13434-RA
	similar to transcription factor IIB
	CG5343
	CG5343 gene product from transcript CG5343-RA
	C16orf80
	chromosome 16 open reading frame 80
	5
	-0.12
	1.91E-02

	GB19406-RA
	similar to 26S proteasome non-ATPase regulatory subunit 6 (26S proteasome regulatory subunit S10) (Rpn7 protein)
	Rpn7
	CG5378 gene product from transcript CG5378-RA
	PSMD6
	proteasome (prosome, macropain) 26S subunit, non-ATPase, 6
	20
	-0.14
	1.91E-02

	GB13902-RA
	hypothetical protein LOC726651
	
	
	FANCI
	Fanconi anemia, complementation group I
	21
	-0.12
	1.91E-02

	GB13902-RB
	hypothetical protein LOC726651
	
	
	FANCI
	Fanconi anemia, complementation group I
	21
	-0.12
	1.91E-02

	GB13902-RC
	hypothetical protein LOC726651
	
	
	FANCI
	Fanconi anemia, complementation group I
	21
	-0.12
	1.91E-02

	GB11500-RA
	similar to widerborst CG5643-PC, isoform C
	wdb
	widerborst
	PPP2R5E
	protein phosphatase 2, regulatory subunit B', epsilon isoform
	21
	-0.14
	1.92E-02

	GB13685-RA
	birt-hogg-dube homolog
	CG8616
	
	FLCN
	folliculin
	8
	-0.07
	1.92E-02

	GB15355-RA
	NADH dehydrogenase (ubiqui) Fe-S protein 3, 30kDa (NADH-coenzyme Q reductase)
	CG12079
	CG12079 gene product from transcript CG12079-RA
	NDUFS3
	NADH dehydrogenase (ubiqui) Fe-S protein 3, 30kDa (NADH-coenzyme Q reductase)
	6
	-0.03
	1.92E-02

	GB30128-RA
	
	p120ctn
	Adherens junction protein p120
	CTNND2
	catenin (cadherin-associated protein), delta 2 (neural plakophilin-related arm-repeat protein)
	17
	0.29
	1.93E-02

	GB10194-RA
	similar to CG7985-PA
	CG7985
	CG7985 gene product from transcript CG7985-RA
	HEXDC
	hexosaminidase (glycosyl hydrolase family 20, catalytic domain) containing
	6
	-0.16
	1.94E-02

	GB14957-RA
	
	
	
	
	
	11
	-0.11
	1.94E-02

	GB10477-RA
	similar to B-cell receptor-associated protein 37
	l(2)03709
	lethal (2) 03709
	PHB2
	prohibitin 2
	8
	-0.16
	1.95E-02

	GB16987-RA
	
	CG32075
	CG32075 gene product from transcript CG32075-RA
	
	
	10
	-0.10
	1.95E-02

	GB11184-RA
	
	
	
	
	
	8
	-0.23
	1.98E-02

	GB18544-RA
	similar to Leucyl-tRNA synthetase CG7479-PA
	Aats-leu
	Leucyl-tRNA synthetase
	LARS2
	leucyl-tRNA synthetase 2, mitochondrial
	6
	-0.20
	1.98E-02

	GB16529-RA
	similar to CG3520-PA
	CG3520
	CG3520 gene product from transcript CG3520-RA
	KIAA1797
	KIAA1797
	41
	1.50
	1.98E-02

	GB18561-RA
	similar to CG7082-PC, isoform C
	CG7082
	CG7082 gene product from transcript CG7082-RA
	TDRKH
	tudor and KH domain containing
	10
	-0.92
	1.99E-02

	GB11224-RA
	similar to CG5640-PA, isoform A
	CG5640
	
	10863943
	
	8
	1.28
	1.99E-02

	GB15264-RA
	similar to Transcription initiation factor IIF alpha subunit (TFIIF-alpha) (Transcription factor 5 large chain) (TF5A)
	TfIIFalpha
	Transcription factor IIFalpha
	GTF2F1
	general transcription factor IIF, polypeptide 1, 74kDa
	8
	-0.04
	1.99E-02

	GB30294-RA
	
	TfIIFalpha
	Transcription factor IIFalpha
	GTF2F1
	general transcription factor IIF, polypeptide 1, 74kDa
	8
	-0.04
	1.99E-02

	GB11916-RA
	similar to Dynein heavy chain at 93AB CG3723-PA
	Dhc93AB
	Dynein heavy chain at 93AB
	DNAH11
	dynein, axonemal, heavy chain 11
	11
	-1.93
	1.99E-02

	GB17770-RA
	CDC45-related protein
	CDC45L
	CG3658 gene product from transcript CG3658-RA
	CDC45
	cell division cycle 45 homolog (S. cerevisiae)
	14
	-0.08
	2.00E-02

	GB10048-RA
	
	
	
	
	
	5
	-0.14
	2.01E-02

	GB16759-RA
	similar to TNF receptor-associated factor 3 interacting protein 1
	CG3259
	CG3259 gene product from transcript CG3259-RA
	TRAF3IP1
	TNF receptor-associated factor 3 interacting protein 1
	7
	-0.01
	2.02E-02

	GB15541-RA
	similar to CG12118-PA, isoform A
	CG12118
	CG12118 gene product from transcript CG12118-RA
	MMADHC
	methylmalonic aciduria (cobalamin deficiency) cblD type, with homocystinuria
	13
	-0.19
	2.03E-02

	GB15063-RA
	
	CG3527
	CG3527 gene product from transcript CG3527-RA
	134254472
	
	6
	-0.14
	2.04E-02

	GB15141-RA
	Down syndrome cell adhesion molecule
	Dscam-
	
	DSCAML1
	Down syndrome cell adhesion molecule like 1
	5
	-0.07
	2.04E-02

	GB15101-RA
	antimeros
	atms
	antimeros
	PAF1
	Paf1, RNA polymerase II associated factor, homolog (S. cerevisiae)
	13
	-0.07
	2.04E-02

	GB11267-RA
	similar to C15A7.2
	CG9304
	CG9304 gene product from transcript CG9304-RA
	TMEM145
	transmembrane protein 145
	6
	3.03
	2.05E-02

	GB12116-RA
	secretory carrier membrane protein
	Scamp
	CG9195 gene product from transcript CG9195-RA
	SCAMP3
	secretory carrier membrane protein 3
	6
	-0.05
	2.06E-02

	GB12165-RA
	similar to sec1 family domain containing 2
	
	
	
	
	7
	-0.19
	2.08E-02

	GB14563-RA
	similar to CG5741-PA
	CG5741
	CG5741 gene product from transcript CG5741-RC
	TEX2
	testis expressed 2
	41
	-0.04
	2.08E-02

	GB20149-RA
	similar to ring finger protein 126
	CG11982
	CG11982 gene product from transcript CG11982-RA
	RNF115
	ring finger protein 115
	7
	-1.32
	2.09E-02

	GB13780-RA
	similar to CG7274-PA
	CG34422
	CG34422 gene product from transcript CG34422-RA
	ARID4B
	AT rich interactive domain 4B (RBP1-like)
	42
	-0.26
	2.09E-02

	GB17076-RA
	WD repeat domain 32
	CG1523
	CG1523 gene product from transcript CG1523-RA
	DCAF10
	DDB1 and CUL4 associated factor 10
	13
	-0.07
	2.09E-02

	GB18325-RA
	adenosine 3'-phospho 5'-phosphosulfate transporter 1
	sll
	slalom
	SLC35B2
	solute carrier family 35, member B2
	10
	0.07
	2.11E-02

	GB10028-RA
	similar to CG8974-PC, isoform C
	CG32581
	CG32581 gene product from transcript CG32581-RA
	RNF185
	ring finger protein 185
	8
	0.05
	2.11E-02

	GB13871-RA
	similar to dynamin binding protein
	l(3)05822
	lethal (3) 05822
	DNMBP
	dynamin binding protein
	13
	-2.40
	2.11E-02

	GB10637-RA
	mannose-P-dolichol utilization defect 1 protein homolog
	CG3792
	CG3792 gene product from transcript CG3792-RA
	MPDU1
	mannose-P-dolichol utilization defect 1
	7
	-0.06
	2.11E-02

	GB12313-RA
	hypothetical protein LOC727047
	CG2052
	CG2052 gene product from transcript CG2052-RA
	ZNF362
	zinc finger protein 362
	5
	2.24
	2.12E-02

	GB13388-RA
	similar to CG16771-PA
	CG16771
	CG16771 gene product from transcript CG16771-RA
	ALPL
	alkaline phosphatase, liver/bone/kidney
	17
	1.87
	2.12E-02

	GB12385-RA
	similar to Farnesyl pyrophosphate synthase CG12389-PA
	Fpps
	Farnesyl pyrophosphate synthase
	FDPS
	farnesyl diphosphate synthase
	16
	-0.09
	2.12E-02

	GB10224-RA
	tyrosine-protein phosphatase CDC14
	cdc14
	CG7134 gene product from transcript CG7134-RA
	CDC14A
	CDC14 cell division cycle 14 homolog A (S. cerevisiae)
	16
	-0.15
	2.12E-02

	GB19511-RA
	similar to CG17484-PA.3
	p120ctn
	Adherens junction protein p120
	CTNND2
	catenin (cadherin-associated protein), delta 2 (neural plakophilin-related arm-repeat protein)
	28
	0.76
	2.13E-02

	GB30504-RA
	
	p120ctn
	Adherens junction protein p120
	CTNND2
	catenin (cadherin-associated protein), delta 2 (neural plakophilin-related arm-repeat protein)
	28
	0.76
	2.13E-02

	GB18333-RA
	similar to R12C12.6
	CG1161
	CG1161 gene product from transcript CG1161-RA
	
	
	5
	-0.14
	2.13E-02

	GB16139-RA
	similar to CG8841-PA, isoform A
	CG8841
	CG8841 gene product from transcript CG8841-RC
	C17orf28
	chromosome 17 open reading frame 28
	13
	0.44
	2.14E-02

	GB12667-RA
	similar to DNA repair and recombination protein RAD54B (RAD54 homolog B)
	okr
	okra
	RAD54B
	RAD54 homolog B (S. cerevisiae)
	10
	-0.09
	2.14E-02

	GB15524-RA
	phosphoribosylformylglycinamidine synthase
	ade2
	adenosine 2
	PFAS
	phosphoribosylformylglycinamidine synthase
	24
	0.14
	2.15E-02

	GB15263-RA
	similar to CG4747-PA
	CG4747
	CG4747 gene product from transcript CG4747-RA
	GLYR1
	glyoxylate reductase 1 homolog (Arabidopsis)
	5
	0.14
	2.15E-02

	GB17066-RA
	similar to CG3608-PA
	CG3608
	CG3608 gene product from transcript CG3608-RA
	ADCK1
	aarF domain containing kinase 1
	13
	-0.05
	2.16E-02

	GB12515-RA
	toys are us
	trus
	toys are us
	PDCD2L
	programmed cell death 2-like
	7
	-0.20
	2.16E-02

	GB17964-RA
	similar to Heterogeneous nuclear ribonucleoprotein H (hnRNP H) (FTP-3)
	glo
	glorund
	HNRNPH2
	heterogeneous nuclear ribonucleoprotein H2 (H')
	8
	0.00
	2.21E-02

	GB17219-RA
	similar to dachshund CG4952-PC, isoform C
	dac
	dachshund
	DACH1
	dachshund homolog 1 (Drosophila)
	12
	-2.95
	2.22E-02

	GB30210-RB
	
	dac
	dachshund
	DACH1
	dachshund homolog 1 (Drosophila)
	12
	-2.95
	2.22E-02

	GB16872-RA
	similar to peptidylprolyl isomerase (cyclophilin)-like 6
	cyp33
	cyclophilin-33
	PPIL6
	peptidylprolyl isomerase (cyclophilin)-like 6
	7
	-3.31
	2.22E-02

	GB10744-RA
	CWF19-like protein 1 homolog
	CG7741
	CG7741 gene product from transcript CG7741-RA
	CWF19L1
	CWF19-like 1, cell cycle control (S. pombe)
	11
	-0.07
	2.23E-02

	GB14820-RA
	similar to Rrp6 CG7292-PA
	Rrp6
	CG7292 gene product from transcript CG7292-RB
	EXOSC10
	exosome component 10
	17
	-0.10
	2.23E-02

	GB30583-RA
	
	Rrp6
	CG7292 gene product from transcript CG7292-RB
	EXOSC10
	exosome component 10
	17
	-0.10
	2.23E-02

	GB14388-RA
	
	CG13800
	CG13800 gene product from transcript CG13800-RA
	
	
	23
	-0.56
	2.23E-02

	GB16219-RA
	similar to CG11876-PB, isoform B
	CG11876
	CG11876 gene product from transcript CG11876-RA
	
	
	5
	0.00
	2.24E-02

	GB15527-RA
	similar to vacuole 14 protein
	CG5608
	CG5608 gene product from transcript CG5608-RA
	VAC14
	Vac14 homolog (S. cerevisiae)
	11
	-0.21
	2.24E-02

	GB14545-RA
	vacuolar protein sorting 16B
	
	
	VIPAR
	VPS33B interacting protein, apical-basolateral polarity regulator
	9
	-0.06
	2.25E-02

	GB17611-RA
	
	feo
	fascetto
	PRC1
	protein regulator of cytokinesis 1
	14
	-0.56
	2.25E-02

	GB14745-RA
	rho-type guanine exchange factor
	rtGEF
	rho-type guanine exchange factor
	ARHGEF7
	Rho guanine nucleotide exchange factor (GEF) 7
	26
	0.04
	2.26E-02

	GB30510-RA_2
	
	CG8475
	CG8475 gene product from transcript CG8475-RA
	PHKB
	phosphorylase kinase, beta
	10
	-0.25
	2.27E-02

	GB18497-RA
	similar to Elongation factor Tu mitochondrial CG6050-PA
	EfTuM
	Elongation factor Tu mitochondrial
	TUFM
	Tu translation elongation factor, mitochondrial
	22
	0.55
	2.27E-02

	GB14894-RA
	mitochondrial ribosomal protein L27
	mRpL27
	mitochondrial ribosomal protein L27
	MRPL27
	mitochondrial ribosomal protein L27
	5
	-0.21
	2.27E-02

	GB19193-RA
	similar to Protein translation factor SUI1 homolog
	CG17737
	CG17737 gene product from transcript CG17737-RA
	EIF1
	eukaryotic translation initiation factor 1
	5
	-0.03
	2.28E-02

	GB17361-RA
	similar to skuld CG9936-PD, isoform D
	skd
	skuld
	MED13L
	mediator complex subunit 13-like
	32
	-1.18
	2.30E-02

	GB10215-RA
	similar to DNA polymerase epsilon subunit 2
	Pole2
	CG10489 gene product from transcript CG10489-RA
	POLE2
	polymerase (DNA directed), epsilon 2 (p59 subunit)
	5
	-0.11
	2.30E-02

	GB12468-RA
	sec71 protein
	sec71
	CG7578 gene product from transcript CG7578-RA
	ARFGEF1
	ADP-ribosylation factor guanine nucleotide-exchange factor 1(brefeldin A-inhibited)
	53
	-1.15
	2.31E-02

	GB11593-RA
	similar to CG5514-PB, isoform B
	CG5514
	CG5514 gene product from transcript CG5514-RA
	BOD1
	biorientation of chromosomes in cell division 1
	14
	0.00
	2.32E-02

	GB12540-RA
	Ras opposite
	Rop
	Ras opposite
	STXBP1
	syntaxin binding protein 1
	27
	-1.92
	2.34E-02

	GB13820-RA
	similar to CG14411-PA, isoform A
	CG14411
	CG14411 gene product from transcript CG14411-RA
	MTMR10
	myotubularin related protein 10
	21
	-0.06
	2.34E-02

	GB15221-RA
	WD repeat-containing protein 59 homolog
	CG4705
	CG4705 gene product from transcript CG4705-RB
	WDR59
	WD repeat domain 59
	28
	1.24
	2.35E-02

	GB17086-RA
	similar to T-related protein (Trp) (Protein brachyenteron)
	byn
	brachyenteron
	T
	T, brachyury homolog (mouse)
	12
	0.59
	2.36E-02

	GB20027-RA
	similar to mannosidase, beta A, lysosomal
	CG12582
	CG12582 gene product from transcript CG12582-RA
	MANBA
	mannosidase, beta A, lysosomal
	17
	-0.66
	2.36E-02

	GB19114-RA
	similar to Malvolio CG3671-PA, isoform A
	Mvl
	Malvolio
	SLC11A2
	solute carrier family 11 (proton-coupled divalent metal ion transporters), member 2
	6
	0.26
	2.36E-02

	GB13841-RA
	actin-related protein 14D ortholog
	Arp14D
	Actin-related protein 14D
	ACTR2
	ARP2 actin-related protein 2 homolog (yeast)
	8
	0.10
	2.36E-02

	GB10819-RA
	actin-related protein 87C ortholog
	Arp87C
	Actin-related protein 87C
	ACTR1B
	ARP1 actin-related protein 1 homolog B, centractin beta (yeast)
	5
	0.00
	2.36E-02

	GB15122-RA
	happyhour
	CG7097
	
	MAP4K5
	mitogen-activated protein kinase kinase kinase kinase 5
	29
	-0.12
	2.38E-02

	GB14795-RA
	proximal to raf
	
	
	
	
	26
	-4.37
	2.38E-02

	GB14535-RA
	abnormal oocyte
	abo
	abnormal oocyte
	DET1
	de-etiolated homolog 1 (Arabidopsis)
	10
	-0.15
	2.39E-02

	GB18675-RA
	
	
	
	
	
	7
	0.91
	2.40E-02

	GB19354-RA
	brahma associated protein 60kd
	Bap60
	Brahma associated protein 60kD
	SMARCD1
	SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily d, member 1
	10
	3.01
	2.40E-02

	GB19154-RA
	
	
	
	KIAA0467
	KIAA0467
	5
	2.28
	2.41E-02

	GB12637-RA
	ribosomal protein S9
	RpS9
	Ribosomal protein S9
	RPS9
	ribosomal protein S9
	8
	-0.08
	2.42E-02

	GB11748-RA
	similar to WD repeat domain 24
	CG7609
	CG7609 gene product from transcript CG7609-RA
	WDR24
	WD repeat domain 24
	15
	-0.05
	2.43E-02

	GB10848-RA
	Yeti protein
	
	
	CFDP1
	craniofacial development protein 1
	14
	-0.15
	2.44E-02

	GB11203-RA
	arrest defective 1
	Ard1
	Arrest defective 1
	NAA11
	N(alpha)-acetyltransferase 11, NatA catalytic subunit
	10
	-0.04
	2.44E-02

	GB11803-RA
	similar to sarcolemma associated protein
	CG17494
	CG17494 gene product from transcript CG17494-RA
	SLMAP
	sarcolemma associated protein
	17
	-0.05
	2.44E-02

	GB19398-RA
	similar to poly (ADP-ribose) polymerase family, member 16
	
	
	PARP16
	poly (ADP-ribose) polymerase family, member 16
	7
	0.03
	2.46E-02

	GB10195-RA
	exportin 6
	Exp6
	Exportin 6
	XPO6
	exportin 6
	27
	-0.64
	2.46E-02

	GB16955-RA
	similar to ankyrin repeat containing protein RGD1359242
	
	
	ANKZF1
	ankyrin repeat and zinc finger domain containing 1
	26
	-0.11
	2.47E-02

	GB15482-RA
	
	CG16791
	CG16791 gene product from transcript CG16791-RA
	
	
	7
	0.08
	2.47E-02

	GB10754-RA
	serine/threonine-protein kinase fused
	fu
	fused
	STK36
	serine/threonine kinase 36
	11
	-0.10
	2.52E-02

	GB16179-RA
	similar to CG15118-PB, isoform B
	CG15118
	CG15118 gene product from transcript CG15118-RC
	ANKRD13
D
	ankyrin repeat domain 13 family, member D
	19
	0.01
	2.52E-02

	GB10442-RA
	histone chaperone asf1
	asf1
	anti-silencing factor 1
	ASF1A
	ASF1 anti-silencing function 1 homolog A (S. cerevisiae)
	5
	-0.11
	2.52E-02

	GB30166-RA
	
	
	
	DNMT3A
	DNA (cytosine-5-)-methyltransferase 3 alpha
	15
	0.70
	2.52E-02

	GB12316-RA
	similar to CG8461-PA
	CG8461
	CG8461 gene product from transcript CG8461-RA
	RRP36
	ribosomal RNA processing 36 homolog (S. cerevisiae)
	11
	-0.37
	2.53E-02

	GB13862-RA
	similar to CG6650-PA
	CG6650
	CG6650 gene product from transcript CG6650-RA
	ADPGK
	ADP-dependent glucokinase
	16
	-0.07
	2.53E-02

	GB10164-RA
	nucleolar protein 6
	CG12785
	
	NOL6
	nucleolar protein family 6 (RNA-associated)
	6
	-1.73
	2.53E-02

	GB13469-RA
	similar to eIF4AIII CG7483-PA
	eIF4AIII
	CG7483 gene product from transcript CG7483-RA
	EIF4A3
	eukaryotic translation initiation factor 4A3
	9
	-0.17
	2.55E-02

	GB11194-RA
	
	CG5524
	CG5524 gene product from transcript CG5524-RA
	SMC6
	structural maintenance of chromosomes 6
	24
	-0.14
	2.57E-02

	GB17740-RA
	similar to CG8202-PA
	CG8202
	CG8202 gene product from transcript CG8202-RA
	C16orf62
	chromosome 16 open reading frame 62
	18
	-0.11
	2.58E-02

	GB30082-RA
	
	CG17360
	CG17360 gene product from transcript CG17360-RA
	PLEKHM2
	pleckstrin homology domain containing, family M (with RUN domain) member 2
	25
	0.56
	2.58E-02

	GB14627-RA
	phenylalanyl-tRNA synthetase
	Aats-phe
	Phenylalanyl-tRNA synthetase
	FARS2
	phenylalanyl-tRNA synthetase 2, mitochondrial
	9
	-0.08
	2.58E-02

	GB14370-RA
	protein RFT1 homolog
	CG3149
	CG3149 gene product from transcript CG3149-RA
	RFT1
	RFT1 homolog (S. cerevisiae)
	8
	-0.09
	2.59E-02

	GB11829-RA
	similar to CG10984-PC, isoform C
	CG10984
	CG10984 gene product from transcript CG10984-RC
	ANKRD12
	ankyrin repeat domain 12
	21
	-0.77
	2.62E-02

	GB11554-RA
	similar to cullin 4B
	cul-4
	cullin-4
	CUL4B
	cullin 4B
	9
	-0.14
	2.63E-02

	GB14201-RA
	surfeit 1
	Surf1
	Surfeit 1
	SURF1
	surfeit 1
	8
	-0.12
	2.63E-02

	GB19492-RA
	similar to GCN5 general control of amino-acid synthesis 5-like 2
	Pcaf
	CG4107 gene product from transcript CG4107-RA
	KAT2A
	K(lysine) acetyltransferase 2A
	13
	-0.08
	2.64E-02

	GB16641-RA
	another transcription unit protein
	Atu
	Another transcription unit
	LEO1
	Leo1, Paf1/RNA polymerase II complex component, homolog (S. cerevisiae)
	13
	0.53
	2.64E-02

	GB12048-RA
	similar to malonyl-CoA decarboxylase
	
	
	MLYCD
	malonyl-CoA decarboxylase
	6
	-0.01
	2.64E-02

	GB13855-RA
	similar to CG10627-PA
	CG10627
	CG10627 gene product from transcript CG10627-RA
	PGM3
	phosphoglucomutase 3
	5
	0.07
	2.64E-02

	GB14955-RA
	tRNA-specific adenosine deaminase 1
	adat
	CG16889 gene product from transcript CG16889-RA
	AKR1A1
	aldo-keto reductase family 1, member A1 (aldehyde reductase)
	14
	0.03
	2.64E-02

	GB18486-RA
	similar to G protein-coupled receptor 89
	CG8090
	CG8090 gene product from transcript CG8090-RA
	GPR89A
	G protein-coupled receptor 89A
	8
	-0.13
	2.66E-02

	GB18273-RA
	similar to CG7456-PA
	CG7456
	CG7456 gene product from transcript CG7456-RA
	COG4
	component of oligomeric golgi complex 4
	24
	-0.13
	2.66E-02

	GB10378-RA
	similar to leucine rich repeat and sterile alpha motif containing 1
	Sur-8
	CG5407 gene product from transcript CG5407-RA
	LRSAM1
	leucine rich repeat and sterile alpha motif containing 1
	16
	-0.11
	2.68E-02

	GB12920-RA
	minichromosome maintenance 5
	Mcm5
	Minichromosome maintenance 5
	MCM5
	minichromosome maintenance complex component 5
	12
	-0.22
	2.69E-02

	GB17233-RA
	similar to CG7945-PB, isoform B
	CG7945
	CG7945 gene product from transcript CG7945-RC
	BAG2
	BCL2-associated athanogene 2
	5
	0.06
	2.69E-02

	GB19357-RA
	similar to coiled-coil domain containing 95
	CG18004
	CG18004 gene product from transcript CG18004-RB
	INO80E
	INO80 complex subunit E
	5
	-0.08
	2.70E-02

	GB17768-RA
	similar to CG18347-PA
	CG18347
	CG18347 gene product from transcript CG18347-RA
	SLC25A22
	solute carrier family 25 (mitochondrial carrier: glutamate), member 22
	11
	-0.23
	2.70E-02

	GB17130-RA
	mediator of RNA polymerase II transcription subunit 27
	MED27
	Mediator complex subunit 27
	MED27
	mediator complex subunit 27
	7
	-0.01
	2.70E-02

	GB15096-RA
	calcium/calmodulin-dependent protein kinase I
	CaMKI
	Calcium/calmodulin-dependent protein kinase I
	88759331
	
	13
	-0.01
	2.71E-02

	GB19368-RA
	PCI domain-containing protein 2
	CG7351
	
	PCID2
	PCI domain containing 2
	7
	-0.09
	2.72E-02

	GB11563-RA
	thiolester-containing protein B
	TepII
	Thiolester containing protein II
	CD109
	CD109 molecule
	17
	0.75
	2.74E-02

	GB18237-RA
	
	CG14748
	
	
	
	9
	-0.09
	2.76E-02

	GB12860-RA
	tudor-SN protein
	Tudor-SN
	CG7008 gene product from transcript CG7008-RA
	SND1
	staphylococcal nuclease and tudor domain containing 1
	30
	-0.48
	2.77E-02

	GB20062-RA
	
	brm
	brahma
	WDR33
	WD repeat domain 33
	13
	-0.10
	2.77E-02

	GB13450-RA
	similar to CG7236-PA
	CG7236
	CG7236 gene product from transcript CG7236-RA
	CDKL4
	cyclin-dependent kinase-like 4
	11
	-5.98
	2.78E-02

	GB14290-RA
	similar to Stretchin-Mlck CG18255-PA, isoform A
	Strn-Mlck
	Stretchin-Mlck
	DSPP
	dentin sialophosphoprotein
	30
	0.36
	2.81E-02

	GB16067-RA
	similar to CG6707-PA, isoform A
	CG6707
	CG6707 gene product from transcript CG6707-RA
	TMEM55B
	transmembrane protein 55B
	8
	-0.09
	2.82E-02

	GB16300-RA
	kinesin 2B
	Klp64D
	Kinesin-like protein at 64D
	KIF3A
	kinesin family member 3A
	14
	-0.19
	2.82E-02

	GB16361-RA
	protein C kinase 98E ortholog
	Pkc98E
	Protein C kinase 98E
	PRKCE
	protein kinase C, epsilon
	20
	-0.10
	2.82E-02

	GB13539-RA
	cyclin T
	CycT
	Cyclin T
	CCNT1
	cyclin T1
	37
	0.06
	2.82E-02

	GB19082-RA
	40S ribosomal protein SA
	sta
	stubarista
	RPSA
	ribosomal protein SA
	10
	-0.07
	2.83E-02

	GB12271-RA
	similar to RPS6-p70-protein kinase CG10539-PA
	S6k
	RPS6-p70-protein kinase
	RPS6KB1
	ribosomal protein S6 kinase, 70kDa, polypeptide 1
	8
	-0.05
	2.83E-02

	GB18290-RA
	
	CG34127
	CG34127 gene product from transcript CG34127-RB
	169216141
	
	6
	2.93
	2.86E-02

	GB19775-RA
	
	
	
	
	
	9
	-0.21
	2.87E-02

	GB11806-RA
	anastral spindle 1
	
	
	
	
	17
	-0.65
	2.88E-02

	GB13801-RA
	
	CG14299
	CG14299 gene product from transcript CG14299-RC
	KIAA1632
	KIAA1632
	11
	-0.18
	2.88E-02

	GB13342-RA
	
	
	
	
	
	13
	-0.06
	2.92E-02

	GB13381-RA
	ATP-dependent helicase brahma
	brm
	brahma
	SMARCA2
	SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily a, member 2
	33
	0.19
	2.96E-02

	GB15744-RA
	similar to CG40351-PA.3
	CG40351
	CG40351 gene product from transcript CG40351-RF
	SETD1B
	SET domain containing 1B
	32
	0.26
	2.96E-02

	GB15066-RA
	deterin
	CG12265
	
	BIRC5
	baculoviral IAP repeat-containing 5
	12
	-0.07
	2.96E-02

	GB15988-RA
	similar to Collagen alpha-1(II) chain precursor
	Cg25C
	Collagen type IV
	COL3A1
	collagen, type III, alpha 1
	24
	-0.45
	2.98E-02

	GB14115-RA
	similar to CG4221-PA
	CG4221
	CG4221 gene product from transcript CG4221-RA
	FBXL7
	F-box and leucine-rich repeat protein 7
	29
	-0.04
	3.00E-02

	GB10305-RA
	queuine tRNA-ribosyltransferase subunit QTRTD1 homolog
	CG3434
	CG3434 gene product from transcript CG3434-RA
	QTRTD1
	queuine tRNA-ribosyltransferase domain containing 1
	12
	-0.11
	3.00E-02

	GB19898-RA
	similar to CG6511-PA
	CG6511
	CG6511 gene product from transcript CG6511-RA
	C10orf137
	chromosome 10 open reading frame 137
	19
	-1.14
	3.03E-02

	GB16825-RA
	similar to CG4593-PA
	CG4593
	CG4593 gene product from transcript CG4593-RA
	CCDC25
	coiled-coil domain containing 25
	5
	-0.29
	3.05E-02

	GB11572-RA
	inositol-3-phosphate synthase
	Inos
	CG11143 gene product from transcript CG11143-RA
	ISYNA1
	inositol-3-phosphate synthase 1
	11
	0.36
	3.06E-02

	GB17516-RA
	transcription factor IIEalpha
	TfIIEalpha
	Transcription factor IIEalpha
	GTF2E1
	general transcription factor IIE, polypeptide 1, alpha 56kDa
	7
	-0.17
	3.06E-02

	GB15075-RA
	similar to CG6073-PA
	CG6073
	CG6073 gene product from transcript CG6073-RA
	C8orf30A
	chromosome 8 open reading frame 30A
	8
	-0.10
	3.07E-02

	GB13031-RA
	pickel
	pck
	pickel
	
	
	7
	0.04
	3.07E-02

	GB30340-RA
	
	yrt
	yurt
	EPB41L5
	erythrocyte membrane protein band 4.1 like 5
	32
	-0.02
	3.08E-02

	GB16626-RA
	
	CG15896
	CG15896 gene product from transcript CG15896-RA
	KIAA0391
	KIAA0391
	8
	-0.19
	3.08E-02

	GB17882-RA
	similar to CG31653-PA
	CG34126
	CG34126 gene product from transcript CG34126-RB
	UHRF1BP
1L
	UHRF1 binding protein 1-like
	34
	-0.06
	3.10E-02

	GB17310-RA
	
	SP1070
	CG9138 gene product from transcript CG9138-RA
	SVEP1
	sushi, von Willebrand factor type A, EGF and pentraxin domain containing 1
	6
	-5.11
	3.10E-02

	GB17652-RA
	similar to CG8768-PA
	CG8768
	CG8768 gene product from transcript CG8768-RA
	SDR39U1
	short chain dehydrogenase/reductase family 39U, member 1
	5
	-0.11
	3.10E-02

	GB18420-RA
	similar to CG6179-PA
	CG6179
	CG6179 gene product from transcript CG6179-RA
	NOSIP
	nitric oxide synthase interacting protein
	8
	-0.12
	3.12E-02

	GB12634-RA
	similar to CG12608-PA
	CG12608
	CG12608 gene product from transcript CG12608-RA
	PAK1IP1
	PAK1 interacting protein 1
	13
	0.06
	3.13E-02

	GB16980-RA
	similar to CG31937-PA
	CG31937
	CG31937 gene product from transcript CG31937-RA
	DHRS7
	dehydrogenase/reductase (SDR family) member 7
	7
	-0.09
	3.13E-02

	GB19916-RB
	
	santa-maria
	scavenger receptor acting in neural tissue and majority of rhodopsin is absent
	SCARB2
	scavenger receptor class B, member 2
	8
	-0.28
	3.14E-02

	GB19916-RA
	
	santa-maria
	scavenger receptor acting in neural tissue and majority of rhodopsin is absent
	SCARB2
	scavenger receptor class B, member 2
	8
	-0.28
	3.14E-02

	GB18097-RA
	cleavage stimulation factor 64 kilodalton subunit
	CstF-64
	Cleavage stimulation factor 64 kilodalton subunit
	CSTF2
	cleavage stimulation factor, 3' pre-RNA, subunit 2, 64kDa
	14
	1.50
	3.14E-02

	GB16110-RA
	La related protein
	larp
	La related protein
	LARP1
	La ribonucleoprotein domain family, member 1
	31
	0.51
	3.16E-02

	GB17534-RA
	E3 ubiquitin-protein ligase Bre1
	Bre1
	CG10542 gene product from transcript CG10542-RA
	RNF40
	ring finger protein 40
	13
	0.00
	3.17E-02

	GB18789-RA
	thiolester-containing protein A
	Mcr
	Macroglobulin complement-related
	CD109
	CD109 molecule
	36
	0.18
	3.17E-02

	GB16421-RA
	hypothetical protein LOC724290
	
	
	
	
	12
	-0.22
	3.19E-02

	GB17728-RA
	similar to Protein FAM51A1
	
	
	GEMIN8
	gem (nuclear organelle) associated protein 8
	7
	-2.59
	3.20E-02

	GB10146-RA
	similar to CG32206-PB, isoform B
	CG32206
	CG32206 gene product from transcript CG32206-RB
	SSPO
	SCO-spondin homolog (Bos taurus)
	17
	-0.21
	3.20E-02

	GB18246-RA
	
	CG11660
	CG11660 gene product from transcript CG11660-RA
	RIOK1
	RIO kinase 1 (yeast)
	9
	-0.05
	3.21E-02

	GB15648-RA
	ribosomal protein L9
	RpL9
	Ribosomal protein L9
	RPL9
	ribosomal protein L9
	5
	0.08
	3.22E-02

	GB11903-RA
	
	CG6927
	CG6927 gene product from transcript CG6927-RA
	TBL3
	transducin (beta)-like 3
	21
	-0.02
	3.22E-02

	GB30376-RA
	
	CG3168
	CG3168 gene product from transcript CG3168-RC
	SV2C
	synaptic vesicle glycoprotein 2C
	8
	-0.10
	3.23E-02

	GB10252-RA
	similar to CG6597-PA, isoform A
	CG6597
	CG6597 gene product from transcript CG6597-RA
	DCUN1D4
	DCN1, defective in cullin neddylation 1, domain containing 4 (S. cerevisiae)
	13
	0.39
	3.23E-02

	GB18861-RA
	similar to CG10743-PA, isoform A
	CG10743
	CG10743 gene product from transcript CG10743-RB
	PPFIBP1
	PTPRF interacting protein, binding protein 1 (liprin beta 1)
	25
	-0.69
	3.24E-02

	GB18713-RA
	similar to ubiquitin specific protease 16 isoform b
	CG4165
	CG4165 gene product from transcript CG4165-RD
	USP45
	ubiquitin specific peptidase 45
	13
	-0.10
	3.25E-02

	GB14101-RA
	similar to Est1p-like protein B
	Smg5
	CG8954 gene product from transcript CG8954-RA
	24308041
	
	33
	-0.10
	3.25E-02

	GB18897-RA
	similar to Cullin-1 (CUL-1)
	lin19
	lin-19-like
	CUL1
	cullin 1
	23
	-0.04
	3.25E-02

	GB17685-RA
	SECIS-binding protein 2
	CG7066
	
	SECISBP2
	SECIS binding protein 2
	7
	-0.10
	3.27E-02

	GB19822-RA
	similar to halfway CG3095-PA
	hfw
	halfway
	
	
	5
	-0.18
	3.27E-02

	GB11933-RA
	similar to acid alpha-glucosidase
	CG17904
	CG17904 gene product from transcript CG17904-RA
	GAA
	glucosidase, alpha; acid
	28
	-0.45
	3.28E-02

	GB16601-RA
	similar to toutatis CG10897-PA, isoform A
	tou
	toutatis
	BAZ2B
	bromodomain adjacent to zinc finger domain, 2B
	12
	2.68
	3.28E-02

	GB11648-RA
	catalase
	Cat
	Catalase
	CAT
	catalase
	14
	-0.59
	3.29E-02

	GB30227-RA
	
	l(1)G0020
	lethal (1) G0020
	NAT10
	N-acetyltransferase 10 (GCN5-related)
	14
	-0.59
	3.29E-02

	GB30493-RA
	
	wds
	will die slowly
	RFWD2
	ring finger and WD repeat domain 2
	5
	-0.12
	3.29E-02

	GB11789-RA
	similar to CG2093-PA
	CG2093
	
	VPS13C
	vacuolar protein sorting 13 homolog C (S. cerevisiae)
	8
	-1.29
	3.29E-02

	GB11852-RA
	similar to DEAD box polypeptide 17 isoform 1
	CG10077
	CG10077 gene product from transcript CG10077-RA
	DDX17
	DEAD (Asp-Glu-Ala-Asp) box polypeptide 17
	23
	-0.06
	3.31E-02

	GB16346-RA
	inosine-5'-monophosphate dehydrogenase
	ras
	raspberry
	IMPDH2
	IMP (inosine 5'-monophosphate) dehydrogenase 2
	5
	-0.07
	3.32E-02

	GB14897-RA
	hypothetical protein LOC725828
	
	
	
	
	10
	-0.01
	3.33E-02

	GB13508-RA
	Rieske iron-sulfur protein
	RFeSP
	Rieske iron-sulfur protein
	5174743
	
	10
	-0.12
	3.33E-02

	GB19939-RA
	similar to DDM36
	fra
	frazzled
	PRTG
	protogenin
	15
	0.20
	3.35E-02

	GB30043-RA
	
	
	
	
	
	10
	-4.22
	3.38E-02

	GB10109-RA
	similar to CG6404-PB, isoform B
	CG6404
	CG6404 gene product from transcript CG6404-RA
	OXA1L
	oxidase (cytochrome c) assembly 1-like
	5
	-0.09
	3.39E-02

	GB17639-RA
	
	CG15014
	CG15014 gene product from transcript CG15014-RA
	THUMPD1
	THUMP domain containing 1
	5
	-2.09
	3.41E-02

	GB16632-RA
	dynamin associated protein 160
	Dap160
	Dynamin associated protein 160
	ITSN1
	intersectin 1 (SH3 domain protein)
	43
	-1.07
	3.41E-02

	GB12596-RA
	similar to CG11757-PA
	CG34348
	CG34348 gene product from transcript CG34348-RA
	TMEM68
	transmembrane protein 68
	8
	-0.09
	3.43E-02

	GB11647-RA
	catalase
	CG1973
	
	SCYL1
	SCY1-like 1 (S. cerevisiae)
	22
	-0.06
	3.44E-02

	GB11018-RA
	
	Rab35
	CG9575 gene product from transcript CG9575-RA
	RAB35
	RAB35, member RAS oncogene family
	11
	0.00
	3.45E-02

	GB14340-RA
	similar to CG9853-PA
	CG9853
	CG9853 gene product from transcript CG9853-RA
	GET4
	golgi to ER traffic protein 4 homolog (S. cerevisiae)
	8
	-0.15
	3.47E-02

	GB10986-RA
	similar to SAC domain-containing protein 3
	CG17840
	CG17840 gene product from transcript CG17840-RA
	FIG4
	FIG4 homolog, SAC1 lipid phosphatase domain containing (S. cerevisiae)
	19
	-0.05
	3.47E-02

	GB15896-RA
	MTA1-like protein
	MTA1-like
	CG2244 gene product from transcript CG2244-RC
	MTA1
	metastasis associated 1
	38
	-0.02
	3.51E-02

	GB14999-RA
	similar to Rfx CG6312-PA
	Rfx
	CG6312 gene product from transcript CG6312-RA
	RFX3
	regulatory factor X, 3 (influences HLA class II expression)
	38
	-1.13
	3.51E-02

	GB19999-RA
	similar to CG32669-PA
	CG32669
	CG32669 gene product from transcript CG32669-RA
	SLC5A6
	solute carrier family 5 (sodium-dependent vitamin transporter), member 6
	10
	-0.10
	3.51E-02

	GB30041-RA
	
	CG6241
	CG6241 gene product from transcript CG6241-RA
	
	
	6
	-0.10
	3.53E-02

	GB13254-RA
	similar to vacuolar protein sorting 39 isoform 2
	CG7146
	CG7146 gene product from transcript CG7146-RA
	VPS39
	vacuolar protein sorting 39 homolog (S. cerevisiae)
	25
	0.46
	3.58E-02

	GB16440-RA
	similar to beta-tubulin cofactor E
	CG7861
	CG7861 gene product from transcript CG7861-RB
	TBCE
	tubulin folding cofactor E
	7
	-0.15
	3.58E-02

	GB13437-RA
	similar to lethal (2) s5379 CG7085-PA, isoform A
	l(2)s5379
	lethal (2) s5379
	GOLPH3
	golgi phosphoprotein 3 (coat-protein)
	13
	-0.05
	3.59E-02

	GB12139-RA
	PHD finger protein rhinoceros
	rno
	rhinoceros
	PHF16
	PHD finger protein 16
	30
	-0.04
	3.59E-02

	GB14024-RA
	similar to CG30116-PB, isoform B
	CG30116
	CG30116 gene product from transcript CG30116-RC
	PAAF1
	proteasomal ATPase-associated factor 1
	7
	-4.74
	3.59E-02

	GB17707-RA
	similar to FtsJ homolog 1
	CG5220
	CG5220 gene product from transcript CG5220-RA
	FTSJ1
	FtsJ homolog 1 (E. coli)
	8
	-1.03
	3.60E-02

	GB16961-RA
	similar to CG6094-PA
	CG6094
	CG6094 gene product from transcript CG6094-RA
	ICT1
	immature colon carcinoma transcript 1
	7
	-0.09
	3.61E-02

	GB14875-RA
	autophagy-specific gene 6
	Atg6
	Autophagy-specific gene 6
	BECN1
	beclin 1, autophagy related
	9
	-0.13
	3.62E-02

	GB19560-RA
	similar to U3 small nucleolar RNA-associated protein 18 homolog (WD repeat protein 50)
	l(2)k07824
	lethal (2) k07824
	UTP18
	UTP18, small subunit (SSU) processome component, homolog (yeast)
	9
	-0.08
	3.65E-02

	GB11026-RA
	similar to WD repeat domain 67
	CG16896
	CG16896 gene product from transcript CG16896-RA
	WDR67
	WD repeat domain 67
	8
	-0.12
	3.65E-02

	GB10097-RA
	similar to CG6664-PA, isoform A
	CG6664
	CG6664 gene product from transcript CG6664-RA
	CCDC6
	coiled-coil domain containing 6
	14
	-0.81
	3.66E-02

	GB17527-RA
	
	CG5245
	CG5245 gene product from transcript CG5245-RA
	ZNF234
	zinc finger protein 234
	6
	-0.12
	3.66E-02

	GB18830-RA
	similar to DnaJ homology subfamily A member 5 isoform 2
	CG2790
	CG2790 gene product from transcript CG2790-RA
	DNAJC21
	DnaJ (Hsp40) homolog, subfamily C, member 21
	12
	-0.14
	3.66E-02

	GB10094-RA
	ribosomal protein L7
	RpL7
	Ribosomal protein L7
	RPL7
	ribosomal protein L7
	18
	0.90
	3.66E-02

	GB14194-RA
	similar to BTB-protein-VII CG11494-PA, isoform A
	BtbVII
	BTB-protein-VII
	KBTBD4
	kelch repeat and BTB (POZ) domain containing 4
	15
	0.39
	3.67E-02

	GB17221-RA
	similar to CG5205-PA
	CG5205
	CG5205 gene product from transcript CG5205-RA
	ASCC3
	activating signal cointegrator 1 complex subunit 3
	23
	-0.73
	3.68E-02

	GB16680-RA
	similar to Alsin (Amyotrophic lateral sclerosis protein 2)
	CG7158
	CG7158 gene product from transcript CG7158-RA
	ALS2
	amyotrophic lateral sclerosis 2 (juvenile)
	25
	-1.22
	3.68E-02

	GB12754-RA
	
	
	
	
	
	7
	-0.18
	3.69E-02

	GB15997-RA
	
	
	
	CCDC51
	coiled-coil domain containing 51
	5
	-0.11
	3.69E-02

	GB13465-RA
	MAPK phosphatase 4
	CG14211
	
	DUSP12
	dual specificity phosphatase 12
	8
	-0.11
	3.71E-02

	GB18437-RA
	similar to CG30429-PA
	CG30429
	CG30429 gene product from transcript CG30429-RA
	MORN3
	MORN repeat containing 3
	14
	0.58
	3.71E-02

	GB17429-RA
	phosphotidylinositol 3 kinase 68D ortholog
	Pi3K68D
	Phosphotidylinositol 3 kinase 68D
	15451926
	
	39
	-1.62
	3.71E-02

	GB19227-RA
	
	
	
	
	
	10
	-1.16
	3.71E-02

	GB15338-RA
	U1 small nuclear ribonucleoprotein A
	snf
	sans fille
	SNRPB2
	small nuclear ribonucleoprotein polypeptide B
	5
	-0.06
	3.71E-02

	GB16981-RA
	stambha A
	stmA
	stambha A
	EFR3A
	EFR3 homolog A (S. cerevisiae)
	30
	0.18
	3.71E-02

	GB14330-RA
	neuromusculin
	nrm
	neuromusculin
	
	
	5
	4.46
	3.71E-02

	GB10492-RA
	similar to CG8600-PA
	CG8600
	CG8600 gene product from transcript CG8600-RB
	
	
	5
	-0.22
	3.72E-02

	GB14228-RA
	similar to Graf CG8948-PA, isoform A
	Graf
	CG8948 gene product from transcript CG8948-RD
	ARHGAP
42
	Rho GTPase activating protein 42
	10
	0.66
	3.75E-02

	GB13751-RA
	SET and MYND domain-containing protein 5
	CG3353
	CG3353 gene product from transcript CG3353-RA
	SMYD5
	SMYD family member 5
	8
	-0.05
	3.76E-02

	GB17993-RA
	similar to Nuclear transcription factor Y subunit gamma (Nuclear transcription factor Y subunit C) (NF-YC) (CAAT-box DNA-binding protein subunit C) (CCAAT-binding transcription factor subunit C) (CBF-C)
	CG3075
	
	NFYC
	nuclear transcription factor Y, gamma
	6
	-1.59
	3.76E-02

	GB30092-RA
	
	Nf-YC
	Nuclear factor Y-box C
	NFYC
	nuclear transcription factor Y, gamma
	6
	-1.59
	3.76E-02

	GB17591-RA
	similar to DNA-directed RNA polymerase II largest subunit (RPB1)
	RpII215
	RNA polymerase II 215kD subunit
	POLR2A
	polymerase (RNA) II (DNA directed) polypeptide A, 220kDa
	17
	-0.08
	3.77E-02

	GB18406-RA
	similar to CG16865-PA
	CG16865
	CG16865 gene product from transcript CG16865-RA
	CXorf56
	chromosome X open reading frame 56
	5
	0.00
	3.82E-02

	GB11387-RA
	
	
	
	
	
	11
	1.81
	3.83E-02

	GB16274-RA
	similar to Matrix metalloproteinase 2 CG1794-PB, isoform B
	Mmp2
	Matrix metalloproteinase 2
	MMP8
	matrix metallopeptidase 8 (neutrophil collagenase)
	15
	0.10
	3.83E-02

	GB12957-RA
	hypothetical LOC408574
	
	
	
	
	21
	-0.30
	3.88E-02

	GB15083-RA
	thickveins
	tkv
	thickveins
	BMPR1B
	bone morphogenetic protein receptor, type IB
	25
	-0.60
	3.88E-02

	GB15071-RA
	similar to Protein C14orf102
	CG5877
	CG5877 gene product from transcript CG5877-RA
	C14orf102
	chromosome 14 open reading frame 102
	17
	-0.08
	3.90E-02

	GB19343-RA
	similar to bves CG32513-PA, isoform A
	bves
	CG32513 gene product from transcript CG32513-RA
	BVES
	blood vessel epicardial substance
	21
	-0.08
	3.91E-02

	GB19711-RA
	similar to CG11307-PA, isoform A
	
	
	
	
	5
	-0.06
	3.93E-02

	GB13023-RA
	similar to Glycerol kinase (ATP:glycerol 3-phosphotransferase) (Glycerokinase) (GK)
	Gyk
	Glycerol kinase
	GK
	glycerol kinase
	11
	-0.07
	3.97E-02

	GB19510-RA
	similar to Secretory Pathway Calcium atpase CG32451-PB, isoform B
	SPoCk
	Secretory Pathway Calcium atpase
	ATP2C1
	ATPase, Ca++ transporting, type 2C, member 1
	21
	-0.47
	3.97E-02

	GB12244-RA
	similar to Nuclear receptor coactivator 6
	l(1)G0004
	lethal (1) G0004
	PNO1
	partner of NOB1 homolog (S. cerevisiae)
	95
	-0.40
	3.98E-02

	GB17208-RA
	glycolipid mannosyltransferase
	CG1291
	CG1291 gene product from transcript CG1291-RA
	ALG2
	asparagine-linked glycosylation 2, alpha-1,3-mannosyltransferase homolog (S. cerevisiae)
	7
	-0.09
	4.00E-02

	GB19346-RA
	similar to CG32113-PA
	CG32113
	CG32113 gene product from transcript CG32113-RB
	VPS13D
	vacuolar protein sorting 13 homolog D (S. cerevisiae)
	77
	-1.04
	4.01E-02

	GB12317-RA
	COP9 complex homolog subunit 3
	CSN3
	COP9 complex homolog subunit 3
	COPS3
	COP9 constitutive photomorphogenic homolog subunit 3 (Arabidopsis)
	9
	-0.08
	4.01E-02

	GB19589-RA
	similar to Sulfatase-modifying factor 1 precursor (C-alpha-formyglycine-generating enzyme 1)
	CG7049
	CG7049 gene product from transcript CG7049-RA
	SUMF1
	sulfatase modifying factor 1
	9
	-0.10
	4.02E-02

	GB14788-RA
	hypothetical LOC551146
	
	
	
	
	25
	-0.54
	4.02E-02

	GB13413-RA
	similar to CG7713-PA
	CG7713
	CG7713 gene product from transcript CG7713-RA
	
	
	6
	-0.06
	4.03E-02

	GB11823-RA
	protein O-mannosyltransferase 2
	rt
	rotated abdomen
	POMT2
	protein-O-mannosyltransferase 2
	9
	0.07
	4.03E-02

	GB19232-RA
	similar to CG17221-PA, isoform A
	CG17221
	CG17221 gene product from transcript CG17221-RB
	RTN4IP1
	reticulon 4 interacting protein 1
	10
	-0.07
	4.03E-02

	GB13821-RB
	similar to CG3609-PA
	CG3609
	CG3609 gene product from transcript CG3609-RA
	DHDH
	dihydrodiol dehydrogenase (dimeric)
	8
	5.49
	4.03E-02

	GB13821-RC
	similar to CG3609-PA
	CG3609
	CG3609 gene product from transcript CG3609-RA
	DHDH
	dihydrodiol dehydrogenase (dimeric)
	8
	5.49
	4.03E-02

	GB13821-RA
	similar to CG3609-PA
	CG3609
	CG3609 gene product from transcript CG3609-RA
	DHDH
	dihydrodiol dehydrogenase (dimeric)
	8
	5.49
	4.03E-02

	GB10422-RA
	DNA polymerase subunit gamma-1, mitochondrial
	tam
	tamas
	POLG
	polymerase (DNA directed), gamma
	32
	0.02
	4.03E-02

	GB19404-RA
	nuclear factor Y-box B
	CG10447
	
	NFYB
	nuclear transcription factor Y, beta
	8
	2.48
	4.03E-02

	GB18463-RA
	similar to NUCB1 CG32190-PA
	NUCB1
	CG32190 gene product from transcript CG32190-RA
	NUCB2
	nucleobindin 2
	9
	-0.07
	4.06E-02

	GB11481-RA
	
	CG15040
	CG15040 gene product from transcript CG15040-RA
	ATF7IP
	activating transcription factor 7 interacting protein
	17
	-0.18
	4.06E-02

	GB16184-RA
	similar to lethal (2) 44DEa CG8732-PB, isoform B
	l(2)44DEa
	lethal (2) 44DEa
	ACSL3
	acyl-CoA synthetase long-chain family member 3
	9
	1.97
	4.09E-02

	GB30084-RA
	
	Parg
	Poly(ADP-ribose) glycohydrolase
	PARG
	poly (ADP-ribose) glycohydrolase
	18
	0.06
	4.09E-02

	GB12504-RA
	casein kinase II beta subunit
	CkIIbeta
	Casein kinase II beta subunit
	CSNK2B
	casein kinase 2, beta polypeptide
	8
	-0.07
	4.09E-02

	GB16816-RA
	myosin 1A
	Myo31DF
	Myosin 31DF
	MYO1D
	myosin ID
	10
	-0.03
	4.12E-02

	GB17917-RA
	similar to CG13188-PB, isoform B
	CG13188
	CG13188 gene product from transcript CG13188-RB
	
	
	10
	-0.81
	4.13E-02

	GB16059-RA
	
	Meics
	Meiotic central spindle
	154800445
	
	53
	0.51
	4.14E-02

	GB18005-RA
	similar to Es2 CG1474-PA
	Es2
	CG1474 gene product from transcript CG1474-RA
	DGCR14
	DiGeorge syndrome critical region gene 14
	12
	-0.07
	4.15E-02

	GB10927-RA
	kinesin 5B
	Klp61F
	Kinesin-like protein at 61F
	KIF11
	kinesin family member 11
	11
	-0.16
	4.16E-02

	GB14206-RA
	similar to Helix loop helix protein 106 CG8522-PA, isoform A
	HLH106
	Helix loop helix protein 106
	SREBF1
	sterol regulatory element binding transcription factor 1
	11
	-0.84
	4.16E-02

	GB10631-RA
	similar to veli CG7662-PA, isoform A
	veli
	CG7662 gene product from transcript CG7662-RA
	LIN7B
	lin-7 homolog B (C. elegans)
	17
	-0.04
	4.17E-02

	GB17979-RA
	Rab GTPase activating protein 5
	CG5916
	CG5916 gene product from transcript CG5916-RA
	GRTP1
	growth hormone regulated TBC protein 1
	10
	1.52
	4.18E-02

	GB15026-RA
	similar to XPA binding protein 1
	CG3704
	CG3704 gene product from transcript CG3704-RA
	GPN1
	GPN-loop GTPase 1
	5
	-0.10
	4.20E-02

	GB18685-RA
	similar to atrophin-1 like protein
	Gug
	Grunge
	RERE
	arginine-glutamic acid dipeptide (RE) repeats
	13
	-0.21
	4.21E-02

	GB12261-RA
	cyclin H
	CycH
	Cyclin H
	CCNH
	cyclin H
	14
	-0.05
	4.21E-02

	GB13734-RA
	photorepair
	phr
	photorepair
	
	
	6
	-0.22
	4.22E-02

	GB16436-RA
	similar to CG10283-PA, isoform A
	CG10283
	CG10283 gene product from transcript CG10283-RB
	
	
	11
	0.02
	4.25E-02

	GB10871-RA
	fizzy
	fzy
	fizzy
	CDC20
	cell division cycle 20 homolog (S. cerevisiae)
	7
	-0.11
	4.25E-02

	GB16868-RA
	feminizer
	
	
	
	
	14
	0.75
	4.26E-02

	GB18030-RA
	Bax inhibitor 1
	CG7188
	CG7188 gene product from transcript CG7188-RA
	TMBIM6
	transmembrane BAX inhibitor motif containing 6
	7
	-1.43
	4.27E-02

	GB13814-RA
	
	CG13442
	CG13442 gene product from transcript CG13442-RA
	37681
	membrane-associated ring finger (C3HC4) 3
	5
	-3.62
	4.28E-02

	GB10177-RA
	protoporphyrinogen oxidase
	Ppox
	Protoporphyrinogen oxidase
	PPOX
	protoporphyrinogen oxidase
	11
	-1.41
	4.29E-02

	GB17974-RA
	similar to lethal-(2)-denticleless CG11295-PA
	l(2)dtl
	lethal-(2)-denticleless
	7705576
	
	16
	0.47
	4.30E-02

	GB11825-RA
	
	
	
	
	
	14
	-2.99
	4.30E-02

	GB18596-RA
	similar to CG5991-PA, isoform A
	CG5991
	CG5991 gene product from transcript CG5991-RA
	PISD
	phosphatidylserine decarboxylase
	5
	-0.06
	4.30E-02

	GB16113-RA
	hypothetical protein LOC727515
	CG14270
	CG14270 gene product from transcript CG14270-RA
	C19orf52
	chromosome 19 open reading frame 52
	5
	-0.07
	4.31E-02

	GB19625-RA
	similar to mule CG5505-PA, isoform A
	Usp36
	Ubiquitin-specific protease 36
	USP42
	ubiquitin specific peptidase 42
	25
	0.94
	4.32E-02

	GB13896-RA
	decapping protein 2
	Dcp2
	Decapping protein 2
	DCP2
	DCP2 decapping enzyme homolog (S. cerevisiae)
	10
	-0.06
	4.32E-02

	GB13017-RA
	ethanol sensitive with low memory
	CG2185
	
	CHP
	calcium binding protein P22
	5
	-0.05
	4.32E-02

	GB18837-RA
	hypothetical LOC552420
	
	
	C12orf66
	chromosome 12 open reading frame 66
	5
	-0.21
	4.32E-02

	GB17572-RA
	mRNA-capping-enzyme protein
	mRNA-capping-enzyme
	CG1810 gene product from transcript CG1810-RA
	RNGTT
	RNA guanylyltransferase and 5'-phosphatase
	13
	-0.13
	4.32E-02

	GB19150-RA
	similar to CG16979-PA
	CG16979
	CG16979 gene product from transcript CG16979-RA
	UFSP2
	UFM1-specific peptidase 2
	10
	-0.11
	4.33E-02

	GB19046-RA
	similar to CG6066-PA
	CG6066
	CG6066 gene product from transcript CG6066-RA
	13375676
	
	6
	0.04
	4.33E-02

	GB17487-RA
	Aos1 protein
	Aos1
	CG12276 gene product from transcript CG12276-RA
	SAE1
	SUMO1 activating enzyme subunit 1
	9
	-0.98
	4.35E-02

	GB16175-RA
	
	
	
	
	
	10
	-0.02
	4.38E-02

	GB13062-RA
	THO complex subunit 5
	thoc5
	CG2980 gene product from transcript CG2980-RA
	THOC5
	THO complex 5
	20
	-0.28
	4.38E-02

	GB17150-RA
	CAS/CSE1 segregation protein
	Cas
	CAS/CSE1 segregation protein
	CSE1L
	CSE1 chromosome segregation 1-like (yeast)
	19
	-0.04
	4.39E-02

	GB17492-RA
	
	Eaf6
	CG12756 gene product from transcript CG12756-RA
	MEAF6
	MYST/Esa1-associated factor 6
	12
	0.10
	4.39E-02

	GB20136-RA
	similar to CG32533-PA
	CG32533
	CG32533 gene product from transcript CG32533-RA
	DHX34
	DEAH (Asp-Glu-Ala-His) box polypeptide 34
	16
	-1.43
	4.39E-02

	GB16269-RA
	N-acetyltransferase eco
	eco
	CG8598 gene product from transcript CG8598-RA
	ESCO1
	establishment of cohesion 1 homolog 1 (S. cerevisiae)
	11
	-0.11
	4.39E-02

	GB19393-RA
	similar to integrin alpha 8
	
	
	ITGA4
	integrin, alpha 4 (antigen CD49D, alpha 4 subunit of VLA-4 receptor)
	31
	-0.20
	4.39E-02

	GB18219-RA
	similar to Gamma-glutamyltranspeptidase 1 precursor (Gamma-glutamyltransferase 1) (GGT 1) (CD224 antigen)
	CG17636
	CG17636 gene product from transcript CG17636-RA
	GGT1
	gamma-glutamyltransferase 1
	8
	0.36
	4.39E-02

	GB13398-RA
	
	
	
	
	
	6
	-0.06
	4.40E-02

	GB19527-RA
	similar to cereblon
	CG3925
	CG3925 gene product from transcript CG3925-RA
	CRBN
	cereblon
	10
	-0.24
	4.40E-02

	GB18888-RA
	similar to CG13646-PA
	CG13646
	CG13646 gene product from transcript CG13646-RA
	
	
	11
	-0.08
	4.40E-02

	GB10540-RA
	similar to CG6410-PA
	CG6410
	CG6410 gene product from transcript CG6410-RA
	SNX16
	sorting nexin 16
	10
	-0.07
	4.41E-02

	GB14602-RA
	similar to Alk CG8250-PA
	Alk
	CG8250 gene product from transcript CG8250-RA
	ALK
	anaplastic lymphoma receptor tyrosine kinase
	9
	-0.98
	4.45E-02

	GB14092-RA
	
	kn
	knot
	EBF3
	early B-cell factor 3
	9
	-1.36
	4.49E-02

	GB11156-RA
	similar to CG32344-PA
	CG32344
	CG32344 gene product from transcript CG32344-RA
	DDX54
	DEAD (Asp-Glu-Ala-Asp) box polypeptide 54
	11
	0.09
	4.50E-02

	GB12055-RA
	similar to CG15011-PA
	CG15011
	CG15011 gene product from transcript CG15011-RA
	NFXL1
	nuclear transcription factor, X-box binding-like 1
	32
	0.56
	4.53E-02

	GB18077-RA
	similar to CG31004-PA, isoform A
	CG31004
	CG31004 gene product from transcript CG31004-RC
	SUSD2
	sushi domain containing 2
	5
	-6.45
	4.54E-02

	GB18534-RA
	similar to CG17259-PA
	CG17259
	CG17259 gene product from transcript CG17259-RA
	SARS
	seryl-tRNA synthetase
	19
	-0.20
	4.54E-02

	GB16443-RA
	similar to lethal (1) G0334 CG7010-PD, isoform D
	l(1)G0334
	lethal (1) G0334
	PDHA1
	pyruvate dehydrogenase (lipoamide) alpha 1
	12
	-0.09
	4.54E-02

	GB30492-RA_2
	
	CG32351
	CG32351 gene product from transcript CG32351-RA
	LAP3
	leucine aminopeptidase 3
	21
	-0.12
	4.56E-02

	GB17574-RA
	similar to chromosome condensation protein G
	CG34438
	
	NCAPG
	non-SMC condensin I complex, subunit G
	5
	-0.10
	4.57E-02

	GB15175-RA
	
	
	
	ATMIN
	ATM interactor
	10
	-0.10
	4.59E-02

	GB12766-RA
	arrestin 2
	Arr2
	Arrestin 2
	ARRB1
	arrestin, beta 1
	6
	-1.64
	4.60E-02

	GB12422-RA
	protein phosphatase D3
	PpD3
	Protein phosphatase D3
	PPP5C
	protein phosphatase 5, catalytic subunit
	9
	-0.01
	4.60E-02

	GB19461-RA
	similar to Ran-specific GTPase-activating protein (Ran-binding protein 1) (RANBP1) (HpaII tiny fragments locus 9a protein)
	Nup358
	CG11856 gene product from transcript CG11856-RA
	RANBP1
	RAN binding protein 1
	5
	-0.02
	4.61E-02

	GB12525-RA
	
	CG7627
	CG7627 gene product from transcript CG7627-RA
	ABCC4
	ATP-binding cassette, sub-family C (CFTR/MRP), member 4
	23
	-0.12
	4.61E-02

	GB13776-RA
	mitochondrial ribosomal protein L3
	mRpL3
	mitochondrial ribosomal protein L3
	MRPL3
	
	10
	-0.13
	4.61E-02

	GB14962-RA
	
	drpr
	draper
	14192941
	
	20
	-1.72
	4.64E-02

	GB17059-RA
	
	CG13625
	CG13625 gene product from transcript CG13625-RA
	BUD13
	BUD13 homolog (S. cerevisiae)
	8
	-0.06
	4.65E-02

	GB12390-RA
	vacuolar protein sorting 4
	CG6842
	
	VPS4A
	vacuolar protein sorting 4 homolog A (S. cerevisiae)
	13
	-0.05
	4.66E-02

	GB14989-RA
	similar to Kelch-like protein 5
	CG17754
	CG17754 gene product from transcript CG17754-RC
	KLHL5
	kelch-like 5 (Drosophila)
	11
	-0.24
	4.66E-02

	GB19166-RA
	similar to Rab-protein 1 CG3320-PA, isoform A
	Rab1
	Rab-protein 1
	RAB1A
	RAB1A, member RAS oncogene family
	8
	-0.05
	4.67E-02

	GB16736-RA
	
	Atf-2
	Activating transcription factor-2
	ATF2
	activating transcription factor 2
	21
	-0.99
	4.67E-02

	GB16312-RA
	similar to Annexin IX CG5730-PC, isoform C
	AnnIX
	Annexin IX
	ANXA7
	annexin A7
	15
	-0.73
	4.68E-02

	GB12074-RA
	pyruvate dehydrogenase phosphatase
	Pdp
	Pyruvate dehydrogenase phosphatase
	PDP1
	pyruvate dehyrogenase phosphatase catalytic subunit 1
	9
	-1.01
	4.68E-02

	GB18999-RA
	similar to CG7946-PA
	CG7946
	CG7946 gene product from transcript CG7946-RA
	
	
	18
	-1.04
	4.68E-02

	GB16470-RA
	H/ACA ribonucleoprotein complex non-core subunit NAF1
	CG10341
	CG10341 gene product from transcript CG10341-RB
	19923911
	
	30
	0.57
	4.70E-02

	GB10769-RA
	mitochondrial transcription factor B1
	mtTFB1
	Mitochondrial Transcription Factor B1
	TFB1M
	transcription factor B1, mitochondrial
	11
	1.32
	4.70E-02

	GB16046-RA
	similar to HECT, C2 and WW domain containing E3 ubiquitin protein ligase 2 isoform 1
	CG3099
	CG3099 gene product from transcript CG3099-RB
	HECW2
	HECT, C2 and WW domain containing E3 ubiquitin protein ligase 2
	22
	-1.08
	4.70E-02

	GB11879-RA
	hypothetical LOC409088
	
	
	
	
	5
	1.39
	4.76E-02

	GB15006-RA
	mitochondrial ribosomal protein L41
	mRpL41
	mitochondrial ribosomal protein L41
	MRPL41
	mitochondrial ribosomal protein L41
	5
	-0.33
	4.78E-02

	GB15614-RA
	
	zip
	zipper
	CENPF
	centromere protein F, 350/400kDa (mitosin)
	26
	2.06
	4.82E-02

	GB12210-RA
	hypothetical protein LOC726611
	
	
	THAP1
	THAP domain containing, apoptosis associated protein 1
	6
	-0.07
	4.82E-02

	GB19215-RA
	similar to Aminolevulinate synthase CG3017-PA
	Alas
	Aminolevulinate synthase
	ALAS2
	aminolevulinate, delta-, synthase 2
	7
	-0.08
	4.84E-02

	GB15511-RA
	similar to CG6479-PA, isoform A
	CG6479
	CG6479 gene product from transcript CG6479-RB
	TMEM209
	transmembrane protein 209
	11
	0.54
	4.84E-02

	GB14832-RA
	similar to Succinate dehydrogenase B CG3283-PA
	SdhB
	Succinate dehydrogenase B
	SDHB
	succinate dehydrogenase complex, subunit B, iron sulfur (Ip)
	14
	-0.03
	4.85E-02

	GB12783-RA
	
	
	
	
	
	9
	0.10
	4.85E-02

	GB15167-RA
	similar to CG3814-PA, isoform A
	Nmda1
	N-methyl-D-aspartate receptor-associated protein
	GRINA
	glutamate receptor, ionotropic, N-methyl D-aspartate-associated protein 1 (glutamate binding)
	8
	-0.06
	4.85E-02

	GB19056-RA
	similar to Protein lethal(2)essential for life (Protein Efl21)
	l(2)efl
	lethal (2) essential for life
	CRYAB
	crystallin, alpha B
	7
	0.87
	4.85E-02

	GB18249-RA
	similar to Ubiquitin-conjugating enzyme E2-17 kDa (Ubiquitin-protein ligase) (Ubiquitin carrier protein) (Protein effete)
	eff
	effete
	UBE2D2
	ubiquitin-conjugating enzyme E2D 2 (UBC4/5 homolog, yeast)
	7
	0.00
	4.88E-02

	GB14153-RA
	exo84 protein
	exo84
	CG6095 gene product from transcript CG6095-RA
	EXOC8
	exocyst complex component 8
	8
	0.19
	4.89E-02

	GB30324-RA
	
	
	
	
	
	12
	-0.79
	4.93E-02

	GB10775-RA
	
	
	
	C16orf87
	chromosome 16 open reading frame 87
	13
	-0.40
	4.94E-02

	GB15031-RA
	similar to CG4289-PA
	CG4289
	CG4289 gene product from transcript CG4289-RA
	PEX14
	peroxisomal biogenesis factor 14
	7
	0.07
	4.94E-02

	GB11770-RA
	
	Sas-4
	CG10061 gene product from transcript CG10061-RA
	CENPJ
	centromere protein J
	12
	-0.23
	4.97E-02

	GB13329-RA
	lethal (2) k05819 ortholog
	l(2)k05819
	lethal (2) k05819
	KIAA0195
	KIAA0195
	58
	-0.71
	4.99E-02

	GB17544-RA
	galactosamine-6-phosphate isomerase
	CG17333
	CG17333 gene product from transcript CG17333-RA
	PGLS
	6-phosphogluconolactonase
	17
	-0.02
	4.99E-02


