Table S4
	Pathway
	Gene product
	Gene ID
	# CpGs coverage
>=2
	Methylation level:

log(Queen / Worker)
	P-value

	Ubiquitin-proteasome
	ubiquitin activating enzyme 1
	GB15854
	29
	-0.540012
	2.75E-19

	
	ubiquitin protein ligase E3 component 4
	GB15671
	67
	-3.304687
	2.30E-17

	
	ubiquitin specific protease 48
	GB10400
	23
	-3.047683
	1.97E-15

	
	Ubiquitin conjugating enzyme 4
	GB18000
	20
	-0.0971
	5.58E-12

	Spliceosome
	crooked neck splicing factor-like 
	GB15949
	25
	-1.901149
	1.17E-11

	
	splicing factor 3b
	GB11574
	50
	-0.460582
	5.68E-11

	
	step II splicing protein Slu7
	GB12242
	18
	-0.171824
	1.84E-10

	
	splicing factor, arginine/serine-rich 
	GB10909
	15
	-0.080703
	1.34E-09

	Inositol phosphate

TOR
	type I inositol 1,4,5-trisphosphate 5phosphatase
	GB12514
	20
	-2.540531
	5.72E-13

	
	mTOR
	GB11213-
	71
	-1.496107
	3.14E-05

	
	phosphatidylinositol transfer protein, cytoplasmic 1
	GB12695
	11
	-0.154353
	2.44E-14

	
	phosphatidylinositol 4-kinase, catalytic, beta
	GB19870
	20
	-1.702256
	2.92E-07

	Cell division cytoskeleton
	Cell division cycle protein 16
	GB18057
	15
	-0.225798
	2.48E-16

	
	mini spindles cytoskeleton associated protein 
	GB10660
	28
	-0.05381
	2.08E-10

	
	HIR histone cell cycle regulation
	GB10236
	24
	-1.566453
	6.67E-17

	
	tubulin, alpha 3d
	GB10514
	25
	-0.295498
	1.36E-07


