Table S6
	Functional group
	Gene product
	Gene ID
	# CpGs coverage

>=2
	Methylation level:

log(Queen / Worker)
	P-value

	Metabolic
	aldolase A, fructose-bisphosphate
	GB19460
	20
	-1.613156
	1.18E-68

	
	Acetyl-CoA hydrolase/transferase N-terminal domain
	GB17864
	28
	7.142212
	6.93E-07

	
	aldehyde dehydrogenase family
	GB13401
	12
	-0.461385
	1.13E-16

	Protein binding & chaperones
	FERM, RhoGEF and pleckstrin domain protein 
	GB13815
	19
	-4.379754
	5.68E-25

	
	Heat shock 70kDa protein
	GB10836
	41
	-0.200375
	1.59E-06

	
	Heat shock cognate 
	GB19860
	25
	-0.791484
	3.26E-06

	Nucleic Acid binding
	Ribosomal protein L4
	GB15503
	20
	-0.149458
	9.13E-08

	
	zer-1 homolog (C. elegans) zinc finger C2H2-like


	GB20034
	59
	-0.971544
	2.20E-06

	Other
	Cathepsin L2 cysteine protease
	GB19923
	5
	-0.096723
	9.54E-05


