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Supplementary Figure 1 The SunTag system is expressed in plants. (a) Schematic illustrating the two modules of the SunTag construct consisting 
of dCas9-10×GCN4 epitope tail whose expression is controlled by the UBQ10 promoter, and scFv-sfGFP-(VP64 or NtDRMcd)-GB1-REX NLS (NLS 
present in the SunTag construct for mammals, as reported in Tanenbaum et al., 2014), whose expression is also controlled by the UBQ10 promoter. 
(b) Confocal microscope image of Arabidopsis roots of T2 plants showing GFP fluorescence as a result of scFv-sfGFP-VP64 expression. An 
SV40-type NLS was also added to the scFv fusion. (c) Western blot analysis of dCas9-10×GCN4 expression levels in a wild type Col-0 plant and 2 
independent T1 lines (2 biological replicates each) of SunTag VP64 gRNA4 (g4). Ponceau staining was used for visualizing loading controls. A 
horseradish peroxidase coupled anti-HA antibody was used to detect dCas9-10×GCN4 (~190kD). Source data of Supplementary Figure 1c are 
provided as a Source Data file. 
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