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Figure S1. IDRs can hyperaccumulate MBDG6 in root cells.

(A) Table comparing the size and charge composition of the amino acid sequences of
three IDRs used in this study. (B) 3D reconstruction of root tips

from z-stacks of wild-type plants expressing either MBD6 or MBD-IDR fusion proteins.
The scale bar is 20uM. (C) Representative root nuclei comparing

MBD6"'-! in wild type or acd15 acd21 mutant plants.
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Figure S2. MBD6-IDR fusion proteins require StkyC domain for hyperaccumulation.
(A-D) RFP signal of MBD6-IDR fusion proteins plotted along red line imposed across the
images of root cell nuclei. The RFP signal plotted in each graph is normalized to the
maximum intensity detected for the specific MBD6-IDR fusion protein tested in each plot.
(E) Representative root cell nuclei of MBD6"P'@ with and without the StkyC domain
stained with DAPI to reveal the chromocenters.
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